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Table S1. Potential biomarkers: common five metabolites identified by bioinformatic

analysis of aortic blood and cross-referenced with coronary sinus data
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Table S2 Differences between silica and silicon nanostructures

Silica in nanostructures Silicon nanocrystals

Formula — SiO, Formula - Si

Used to encapsulate active materials e.g gold | Used as Active Material e.g. optical imaging
Amorphous Crystalline

Non-Luminescent Luminescent

Well studied New and novel material

Generally used as a Controllable Coating Never used as coating

Never used for size controlled emission Used for sized tunable emission

Not the main focus of studies (other materials, | The main focus of its’ studies ( how can it be
such as gold, quantum dots, drugs, ) used for imaging, how does it interact)
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Figure S1. Depiction of an encapsulation process for silicon and myristic acid.



Figure S2. Larger image of TEM in Figure 5c.



Characterization data from components related to the nanostructure are depicted below.
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Hyaluronic Acid Sodium salt
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Hyaluronic Acid conjugated Si
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Enlarged Figure 1
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Enlarged Figure 2.
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