
Supplementary Figure 1. (A-E) GSEA of microarray data from S18, S26, CNE2 

WT and CNE2 OVOL2-KO cells. (F) qPCR analysis of EMT makers in S18 and S26 

cells. (G) GSEA plot of microarray data from CNE2 WT and OVOL2-KO cells 

reveals an enrichment of gene signatures associated with invasion. 

 

Supplementary Figure 2. (A) T7E1 assay to determine the cleavage efficiency of 

sgRNAs targeting the human OVOL2 locus. (B and C) CRISPR-induced indels in 

HNE1 and CNE2 OVOL2-knockout cells were identified by direct Sanger 

sequencing. 

 

Supplementary Figure 3. (A) Correlation analysis of OVOL2 and EMT-related 

proteins in 1036 cell lines from the CCLE database (two-tailed Pearson correlation), 

P<0.001. (B) Pearson correlation between ZEB1 and OVOL2 mRNA levels in 1036 

cancer cell lines from the CCLE database. (C) CNE2 WT, CNE2 OVOL2-KO and 

S18 cells were transfected with control or ZEB1-specific siRNA; after 72 h, the cells 

were harvested to analyze the expression of EMT-related proteins. (D) qPCR of 

EMT-related markers in the cells in c. (E) Overexpression of OVOL2 in NIH-3T3 

cells was not able to restore E-cadherin expression. NIH-3T3 cells were infected with 

control lentivirus or lentivirus carrying OVOL2, and EMT marker expression and cell 

morphology were examined 72 h post-infection. GFP was used to indicate the 

transduction efficiency.  
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