
Supplementary Figures 

Figure S1: 

 

 
Figure S1: The profile of circHMGCS1 overexpression vector. CircHMGCS1 sequence was 

constructed into pLCDH-ciR vector. 
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Figure S2. Validation of circRNA sequencing results by qRT-PCR of three downregulated 

known_circRNA and six upregulated known_circRNA in five paired HB samples. (A) The 



top 10 upregulated circRNAs and the top 10 downregulated circRNAs. The log2FC of 

has_circ_0072391 is 6.179545223. (B) Expression of three downregulated known_circRNA 

detected by qRT-PCR in five paired samples. (C) Expression of six upregulated known_circRNA 

detected by qRT-PCR in five paired samples. Data from qRT-PCR are acquired from three 

independent experiments.  

 

Figure S3: 

 

 

Figure S3. The relationship between circHMGCS1 and HMGCS1. (A) qRT-PCR assays were 

performed to detect the expression level of HMGCS1 in siRNA transfected HepG2 and HUH6 

cells (one-way analysis of variance, Dunnett’s test). (B)qRT-PCR assays were performed to detect 

the expression level of HMGCS1 in miR-503-5p transfected HepG2 cells and HUH6 cells 

(independent-samples t test). (C) The mRNA level of HMGCS1 in HB tissues was detected by 

qRT-PCR (paired samples t-test). (D) The correlation between circHMGCS1 and HMGCS1 was 



analysed by Pearson correlation confidences. (E) The interference efficiency of siHMGCS1 were 

detected by qRT-PCR(independent-samples t-test). (F-I) The effect of HMGCS1 knockdown on 

cell proliferation was detected by CCK8 assays (F and G) and colony formation assay (H-I) 

( independent-samples t-test). *p<0.05, **p<0.01, ***p<0.001. 
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Figure S4 Kaplan-Meier’s analyses of correlations between AFP level at diagnosis and OS of 33 

HB patients (log-rank test).   
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Figure S5 The expression pattern of IGF2 in HB tissues. (A) IHC staining of IGF2 in HB 

tissue sections. (B) IGF2 expression was detected by qRT-PCR, and IGF2 expression was higher 

in Hepatoblastoma (epithelial ) than that in Hepatoblastoma mixed epithelial and mesenchymal 

(independent-samples t test).   



Supplementary Tables 

Supplementary Table 1 clinical patients information. 

 

NA means no data; M means male; F means female; MIX means mixed epithelial and 

mesenchymal; E means epithelial. 

 

 

 

 

 

 

 

 

 

Supplementary Table 2 Primers and RNA sequences used in this study 



 



Supplementary Table 3 experimentally valiated target gene of miR-503-5p 

extracted from the literature. 

 

 

 

 

 


