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Figure and Table legends

Fig. S1. FKBP4 knockdown impairs cell growth and proliferation in two
ER/PR-positive cell lines, MCF-7 (A) and T47D (B), and one triple-negative cell
line, MDA-MB-436 (C). The cell proliferation rate was determined by cell count
every day during 6 days. Data are based on 3 independent experiments. Results

are shown as mean = SEM. * P<0.05; ** P<0.01; *** P<0.001.

Fig. S2. BiolD workflow chart.

Fig. S3. Effect of single FKBP4 siRNAs on the phosphorylation of Akt at
Ser473. MDA-MB-231 cells, transfected with negative control or 4 single FKBP4
siRNAs (constitutive of the SMARTpool used in the study), were serum deprived
overnight and stimulated with 10% FCS for 1 h. Cell lysates were analyzed by
immunoblotting. The phosphorylation of Akt was examined using the antibody

indicated.

Table S1. FKBP4 BiolD-based interactome. The proteins identified are from two
biological replicates and two technical replicates. Total spectral count (sum of the
spectral identified from the four MS runs), and the corresponding SAINT score is

specified.

Table S2. FKBP4 FLAG tag-based IP-MS interactome. The proteins identified

are from two biological replicates and two technical replicates. Total spectral count



(sum of the spectral identified from the four MS runs), and the corresponding

SAINT score is specified.



Fig. S1.
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Fig. S2.
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Fig. S3.

siRNA FKBP4:
siRNA Ctrl:
FCS:

pS473-Akt

Akt

FKBP4

B-actin

——-— -

A e




Table S1.

BiolD

Uniprot ID Protein Name Gene name Total controls  Total FKBP4  SAINT

QINY65 TBAS TUBAS 0 234 1.00
Q99707 METH MTR 3 195 1.00
Q9P2J5 SyLC LARS 44 174 1.00
Q9H6T3 RPAP3 RPAP3 38 158 1.00
P51648 AL3A2 ALDH3A2 28 118 1.00
P27708 PYR1 CAD 12 109 1.00
P28340 DPOD1 POLD1 4 107 1.00
Q9BQ52 RNZ2 ELAC2 3 85 1.00
Q8IVD9 NUDC3 NUDCD3 0 85 1.00
P30876 RPB2 POLR2B 0 83 1.00
Q8N3CO ASCC3 ASCC3 0 80 1.00
015067 PUR4 PFAS 4 76 1.00
P08243 ASNS ASNS 13 73 1.00
Q9H3U1 UN45A UNC45A 5 72 1.00
P61221 ABCE1 ABCE1 16 68 0.99
060566 BUB1B BUB1B 13 57 0.96
Q9BX63 FANCJ BRIP1 8 51 1.00
Q12979 ABR ABR 1 48 1.00
QOULEG PALD KIAA1274 11 46 0.96
P43490 NAMPT NAMPT 13 44 0.93
043379 WDR62 WDR62 2 44 1.00
094927 HAUS5 HAUS5 11 43 0.91
Q6NSI4 CX057 CXorf57 11 39 0.81
Q9COB7 TNG6 TMCO?7 0 37 1.00
094763 RMP URIL 0 37 1.00
P49591 sysc SARS 0 36 1.00
P17858 PFKAL PFKL 4 33 0.95
Q92990 GLMN GLMN 0 33 1.00
Q9P2D0 IBTK IBTK 3 33 0.95
075153 CLU KIAA0664 3 32 0.95
P04150 GCR NR3C1 8 32 0.81
Q9BUI4 RPC3 POLR3C 3 28 0.99
Q9H9A6 LRC40 LRRC40 1 27 1.00
QINNWS5 WDR6 WDR6 0 27 0.90
Q96RR4 KKCC2 CAMKK2 0 26 1.00
Q15334 L2GL1 LLGL1 0 26 1.00
QG6AI08 HEAT6 HEATR6 0 25 1.00
000443 P3C2A PIK3C2A 0 25 1.00
Q96N67 DOCK? DOCK? 0 24 1.00
Q9Y2I1 NISCH NISCH 0 23 1.00
Q7L576 CYFP1 CYFIP1 0 22 1.00
095219 SNX4 SNX4 2 22 0.95
P13804 ETFA ETFA 0 22 0.86



Q9HIT3
P06737
QIYAW6
000459
Q96MX6
Q15477
Q5VV42
Q9BVM2
Q9Y312
QOUK61
Q5VZ89
Q9Y2Z2
Q8WVJ2
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QINSE4
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Q13613
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Q14651
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Table S2.

BiolD
Uniprot ID Protein Name Gene name Total controls Total FKBP4  SAINT
P14618 KPYM PKM2 0 1106 1.00
043175 SERA PHGDH 0 482 1.00
P55209 NP1L1 NAP1L1 6 377 1.00
P0O7737 PROF1 PFN1 0 341 1.00
Q86VP6 CAND1 CAND1 0 296 1.00
P12004 PCNA PCNA 0 254 1.00
Q9P235 SYLC LARS 0 244 1.00
Q15185 TEBP PTGES3 0 212 1.00
Q01813 PFKAP PFKP 9 207 1.00
P00558 PGK1 PGK1 0 201 1.00
pP78417 GSTO1 GSTO1 0 173 1.00
043852 CALU CALU 0 171 1.00
Q96QK1 VPS35 VPS35 0 171 1.00
Q15785 TOM34 TOMM34 0 155 1.00
P42704 LPPRC LRPPRC 0 154 1.00
P49915 GUAA GMPS 0 139 0.97
P25398 RS12 RPS12 0 124 1.00
P30050 RL12 RPL12 20 109 0.99
Q9Y220 SUGT1 SUGT1 0 92 1.00
Q9Y678 COPG1 COPG1 0 84 0.91
043776 SYNC NARS 0 83 0.89
Q9UNE7 CHIP STUB1 3 82 1.00
P60891 PRPS1 PRPS1 0 82 1.00
P48444 COPD ARCN1 0 71 0.99
P24666 PPAC ACP1 0 71 1.00
P30566 PURS ADSL 0 70 1.00
Q9BTTO AN32E ANP32E 0 70 1.00
Q8N1F7 NUP93 NUP93 0 66 1.00
P14324 FPPS FDPS 0 63 1.00
P61081 UBC12 UBE2M 0 62 0.97
Q96P70 IPO9 IPO9 3 59 1.00
P19367 HXK1 HK1 0 57 1.00
Q15293 RCN1 RCN1 0 54 1.00
075131 CPNE3 CPNE3 0 53 0.99
Q99615 DNJC7 DNAJC7 0 52 1.00
000443 P3C2A PIK3C2A 0 52 1.00
Q9BRA2 TXD17 TXNDC17 0 49 1.00
Q92530 PSMF1 PSMF1 0 42 1.00
P46782 RS5 RPS5 0 40 1.00
P08559 ODPA PDHA1 0 34 0.96
P13489 RINI RNH1 0 29 1.00
075436 VP26A VPS26A 0 29 1.00
P17858 PFKAL PFKL 0 29 0.97
060684 IMA7 KPNAG 0 28 1.00
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