Supplementary Figure S1
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Figure S1. Characterization of MDB5 molecule. (A) Proton NMR, (B) Mass spectrum of MDB5. (C) HPLC Chromatogram.



Supplementary Figure S2
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Figure S2. (A) Cell viability with different GDC-0449 analogs. (B) viable cell count after GDC-0449 and MDB5 treatment.
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Supplementary Figure S3

Control

GDC-0449

B
SAMPLE ID: control P I Apoptosis
5 = on o
_ 1 Control S
87 GG,
=
E .
g | Apoptotic Growing
g - cells cells
g3 | | |
= S GyM
= = UL | T 1 1 T | T 7 |‘\| \I*_l_l
(4] 20 40 60 80 100 120

FL2-A FL2-Area

\MPLE ID: GDC | I8 Apoptosis
I Dp G1
g ] s g
" GDC-0449
3 g
£ .
] &
‘g Apoptotic Growing ig
1 cells cells !
{1 | £
=
. g
S L B RS L L |“' *ﬁ_l_l_l o
4] 20 40 60 80 100 120
FL2-A FL2-Area

|Illllllll|llllll|l||llllllllll

(=]

AMPLE |D: MDBS Il

MDB5
Apoptotic Growing
cells cells

I Apoptosis
M oip G1
W oip G2
N DipS

Figure S3. (A) Cell cycle analysis and (B) cell morphology after GDC-0449 and MDBS5 treatment.




Supplementary Figure S4
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Figure S4. % of apoptosis after GDC-0449 and MDBS5 treatment.
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Figure S5. Quantification (relative density) of the intensity of
staining of YAP1, GLI1, PTCH1, GLS1, and a-SMA protein
detected by Western blot.



