
Figure S1. Morphology of newly synthesized gold nanoparticles (AuNPs) with average diameter of 12 nm 
under TEM.

Figure S2. Cell viability of Caco-2 cells under different concentration of AuNPs for 12 h measured by MTT 
method (n = 6). The cell viability of each group is above 85%.
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Figure S3. Continuous distribution of claudin-4 in the cell borders of Caco-2 monolayer incubated with or 
without AuNPs for 12 h.
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Figure S4. (A) Morphology of AuNPs after exocytosis captured by negative stained TEM. Scale bar TEM,
100 nm. (B) Diameter distribution of AuNPs after exocytosis. The diameter of AuNPs was measured by IPP
software according to the TEM photos. n > 200.

Figure S5. Correlation analysis of the label-free quantitative data from two independent biological replicates
for IPC-Trans (A), PC-Baso (B) and PC-Lysate (C) groups performed by Perseus (a proteomic data
analytical software). All Pearson correlation coefficient values exceeded 0.8, indicating the LFQ proteomics
was feasible for the protein corona analysis in this study.
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Figure S6. Statistics of subcellular distribution of proteins in IPC-Trans (A) and IPC-Exo (B).
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Figure S7. Venn diagrams of identified proteins among different PC groups. The pink area indicated the 
specific IPC and the yellow area referred to the shared IPC proteins of IPC-Exo over PC-Upper or PC-Lysate.

Lysosome+ endosome mitochondrion

Secreted 

Extracellular

Cytoplasm Nucleus Membrane

ER+ Golgi apparatus

0 710

500
0

IPC-Exo

PC-LysatePC-Upper

12 4255

1614
2

3

IPC-Exo

PC-LysatePC-Upper

0 291

301
0

IPC-Exo

PC-LysatePC-Upper

4 1884

731
2

IPC-Exo

PC-LysatePC-Upper

1 242

000
1

IPC-Exo

PC-LysatePC-Upper

0 950

11
0

0

IPC-Exo

PC-LysatePC-Upper

0 291

301
0

IPC-Exo

PC-LysatePC-Upper

2 315

455
1

IPC-Exo

PC-LysatePC-Upper



ANG ANG SOD1
HSPE1

RPL26
RPL26L1
RPL12 

APOE
APOE

M
em

br
an

e
Ly

so
so

m
e

+ 
en

do
so

m
e

Ex
tr

ac
el

lu
la

r
sp

ac
e

C
yt

op
la

sm

m
ito

ch
on

dr
io

n
se

cr
et

ed
N

uc
le

us
ER

+ 
G

ol
gi

 a
pp

ar
at

us

GNG12
CDH1
…

RPL18
RPL6
SET
AGR2 
PRKCSH

MARCKS
ACTB
…

MARCKS
ACTB
…

GNG12
CDH23
CDH1
…

GHG1
GDF15
CYR61
DKK1
…

GHG1
GDF15
CYR61
LGALS3 
…

IP
C

-E
xo

PC-Upper

IP
C

-E
xo

PC-Lysate

IP
C

-E
xo

PC-Lysate

IP
C

-E
xo

PC-Lysate

IP
C

-E
xo

PC-Lysate

IP
C

-E
xo

PC-Lysate

IP
C

-E
xo

PC-Lysate

IP
C

-E
xo

PC-Lysate

IP
C

-E
xo

PC-Lysate

IP
C

-E
xo

PC-Upper

IP
C

-E
xo

PC-Upper

IP
C

-E
xo

PC-Upper

IP
C

-E
xo

PC-Upper

IP
C

-E
xo

PC-Upper

IP
C

-E
xo

PC-Upper

IP
C

-E
xo

PC-Upper

Figure S8. Comparation of LFQ intensities (log10 LFQ) of proteins located in cytoplasm, nucleus,
membrane, ER and Golgi apparatus, lysosome and endosome, mitochondrion, extracellular space and
secreted between IPC-Exo and PC-Upper or between IPC-Exo and PC-Lysate. The data point above the
diagonal line indicated the higher surface adsorption in IPC-Exo group compared to the other two reference
groups for the same protein.
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Figure S9. Energy-dependence of AuNPs in endocytosis was evaluated through low-temperature incubation. 
Mean ± SD, n = 3, ***p < 0.001.

Figure S10. Cell viability of Caco-2 cells under different endocytosis inhibitors, the concentration of 
inhibitors was listed in Table S1.
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Table S1. Concentration of inhibitors used for endocytosis study.

Inhibitors MβCD Filipin CPZ EIPA CytD Genistein

Concentration 10 μM 2.5 μg/mL 50 μM 100 μM 0.5 μM 100 μM
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