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Siglec15 CNV Pattern
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High Amplification 1.20%
Arm-level Gain 13.70%
Diploid 43.60% . 2
Arm-level Deletion 40.90%
Deep Deletion 0.50%
0

Gain Diploid Deletion 0.25 0.00 0.25 0.50
Siglec15 CNV pattern Siglec15 methylation
D E
3398 1213
0 111 0 83
0 J.I....Lumu_u__._m;.‘.‘ 1 P TR ...  E—
[ ]
K’Jffga ““““ IIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIII::I:::::::IIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIII‘"I""NIIIIIIIIIIIIIIIIIIIIIIIIIIIIIII 2‘1;52; TP53 I“““““IIIIIIIIIIIIIIIIIIIIIIIIII:::::::::::IIIIIIIIIIIIIIIIIIIIIIIIIII“““"|IIIIIIIIIIIIIIIIIIIIIIIIIIIII A §§§2§ [
Req |||||IIII| IIIIII i |||I ' h 5 K10 i IIIII e L IIII m 57—
ARID1A i ] IIII I "IIIIII 24% MUC16 IIIIIIIII I|III ||IIIIII IIII |h I "III 26%  —
uc16 |l ‘ ||III| I III | ‘ [l I 22% Il IIIII | |I IIIII il | IIIIIIII |IIIIIIIII i %éﬂ =
PSI$%%I1\ III II I I II II| I IIIIIIIII |III I| I | |I IIIII %"2 PIKSCA [ I| | Il IIII I I III I I I I I III fov  pm—
HMCN1 I | | | IIII I | II “ | III | | Il 17% |I I | IIII |II| I hl | I I 17%  —
KDM6A| i || | W% iy, || L I|I D 12 .
EP300 || | IIII II | II | | I II 16% S G | |I IIII ”III | I IIIII IIII 16% IR
KMT2C | | Il L 15% OBSCN I III L R i 15%
FAT4 IIII 1 III I III IIIIIII 15% Il Il III II I III I 15%
FL I II III il I III | | II | 14% KMTZC I|| || I | |II III II 14%
RYI | i | 1 IIII 14% |I | | | III I I |I I I I 14%
RB I il IIIIIIII 0 I III Il IIII IIIIIIIII I I:I:fl MACFI II II I II | II III il I I 1 II I%:
CREBB h I ||| 1 |I L (AR AR 13 MO |I I | i || | I| i 13%
MT2A || || || | |||II I I 13% ADGRV1 | A |I II|I I II I 12%
NAK2 I | M 12% I I I e 1%
ATM | | I | II | | IIII L 12% I III |I Il I | II Il Nl 1%
%?,",IE% 10 II I | IIII |II IIIII I I%% ER883 I II IIIIIIIIII | I | II II | | II"?G
XIR| I I||II I I| ||III 129 LRP1B IIII |I Il I | I| II| I| 1%
cu I I 1% | | || | II I I 1%
ZISI-/IT‘I II I| II II I IIIIIIII | 11:2: DNAHS I IIIIII III III I Il I | | II"?:
AHNAK I I I | (LA I 10% | Ll I I Il I|I L (L | I 1%
BIRC6 II| I|I | I | II II | | I I I 10% CSMD3 I | I II |I (e I 10%
NEB IIII [ L | 10% DMXL2 II (| O WA | 10%
B C>TE T>A B C>TE T>A
5 C>GE T>C 5 C>GE T>C
5 C>AR T>G 1 C>Al T>G
B Nonsense_Mutation B Frame_Shift_Ins ¥ Splice_Site B Multi_Hit B Missense_Mutation B Frame_Shift_Ins ¥ Nonsense_Mutation ¥ In_Frame_Del
B Missense_Mutation ¥ In_Frame_Del ¥ Frame_Shift_Del B Frame_Shift Del ¥ In_Frame_Ins ¥ Splice_Site B Multi_Hit
Low Siglec15 High Siglec15
F
. . . Variants per sample Variant Type
Variant Classification SNV Class Median: 128

Nonsense_Mutation .
Splice_Site | T>A | 3010

Frame_shift_Del | sC I 7089 2265
Frame_Shift_Ins |

In_Frame_Del I C>T - 58755
Nonstop_Mutation oG - 20935 1132

Translation_Start_Site
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