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Transfected cells

Figure S1. Evaluation of cytotoxicity by Live/Dead staining.
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Figure S2. Evaluation of genomic and mitochondrial damage by western blotting.



16

PEI
c 14408
'% 12_-GuaRD
[7]
2 10 1
o
> 8
2 64
©
o 4
m 2_
1 Em

0 2.5 5 7.5

PEI (ug)

Figure S3. Quantitative graph for Figure 2D.
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Figure S4. Confirmation of transfection efficiency.
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Figure SS5. Analysis of differences in gene ontology between GuaRD-- and PEI-treated

cells.



PEI

GuaRD

10

[ ]

o

Ls]

= 84

10}

o

2

<

26

(]

=

n 4

0]

w

(]
© = - L 0 =
ﬁoz&%BwEoogg
HeixPggze8%s3
] ez 0z

Figure S6. Gene expression graph of the top 12 significant genes in DNA repair gene set.
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Figure S7. Heat map of the cell cycle gene set.
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Figure S8. Significant differential expression genes (DEGs) between DNA repair and the

cell cycle.
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Figure S9. Evaluation of genomic and mitochondrial damage by western blotting.
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Figure S10. Mitochondrial structure images acquired using TEM.
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Figure S11. Quantitative graph for Figure SF.
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Figure S12. Quantitative graph for Figure 6B.
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Figure S13. Evaluation of osteogenic marker expression in the 3D culture system.
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Figure S14. OCN expression analyzed by DAB staining.

025

OCN area (percentile)

0.00

020 {

015 1

010 |

0.05 4

®
&
19
@)
O
(O]

15



