
Supplementary data 2
Full sequence information of Smo mutants plasmids are provided below.

Smo D473H:
CAGAGCTCTCTGGCTAACTAGAGAACCCACTGCTTACTGGCTTATCGAAATTAATACGA
CTCACTATAGGGAGACCCAAGCTGGCTAGCGTTTAAACTTAAGCTTGGTACCGAGCTC
GGATCCGCCACCATGGCCGCTGCCCGCCCAGCGCGGGGGCCGGAGCTCCCGCTCCTG
GGGCTGCTGCTGCTGCTGCTGCTGGGGGACCCGGGCCGGGGGGCGGCCTCGAGCGGG
AACGCGACCGGGCCTGGGCCTCGGAGCGCGGGCGGGAGCGCGAGGAGGAGCGCGGC
GGTGACTGGCCCTCCGCCGCCGCTGAGCCACTGCGGCCGGGCTGCCCCCTGCGAGCC
GCTGCGCTACAACGTGTGCCTGGGCTCGGTGCTGCCCTACGGGGCCACCTCCACACTG
CTGGCCGGAGACTCGGACTCCCAGGAGGAAGCGCACGGCAAGCTCGTGCTCTGGTCG
GGCCTCCGGAATGCCCCCCGCTGCTGGGCAGTGATCCAGCCCCTGCTGTGTGCCGTAT
ACATGCCCAAGTGTGAGAATGACCGGGTGGAGCTGCCCAGCCGTACCCTCTGCCAGGC
CACCCGAGGCCCCTGTGCCATCGTGGAGAGGGAGCGGGGCTGGCCTGACTTCCTGCG
CTGCACTCCTGACCGCTTCCCTGAAGGCTGCACGAATGAGGTGCAGAACATCAAGTTC
AACAGTTCAGGCCAGTGCGAAGTGCCCTTGGTTCGGACAGACAACCCCAAGAGCTGG
TACGAGGACGTGGAGGGCTGCGGCATCCAGTGCCAGAACCCGCTCTTCACAGAGGCT
GAGCACCAGGACATGCACAGCTACATCGCGGCCTTCGGGGCCGTCACGGGCCTCTGCA
CGCTCTTCACCCTGGCCACATTCGTGGCTGACTGGCGGAACTCGAATCGCTACCCTGCT
GTTATTCTCTTCTACGTCAATGCGTGCTTCTTTGTGGGCAGCATTGGCTGGCTGGCCCA
GTTCATGGATGGTGCCCGCCGAGAGATCGTCTGCCGTGCAGATGGCACCATGAGGCTT
GGGGAGCCCACCTCCAATGAGACTCTGTCCTGCGTCATCATCTTTGTCATCGTGTACTA
CGCCCTGATGGCTGGTGTGGTTTGGTTTGTGGTCCTCACCTATGCCTGGCACACTTCCT
TCAAAGCCCTGGGCACCACCTACCAGCCTCTCTCGGGCAAGACCTCCTACTTCCACCT
GCTCACCTGGTCACTCCCCTTTGTCCTCACTGTGGCAATCCTTGCTGTGGCGCAGGTGG
ATGGGGACTCTGTGAGTGGCATTTGTTTTGTGGGCTACAAGAACTACCGATACCGTGCG
GGCTTCGTGCTGGCCCCAATCGGCCTGGTGCTCATCGTGGGAGGCTACTTCCTCATCCG
AGGAGTCATGACTCTGTTCTCCATCAAGAGCAACCACCCCGGGCTGCTGAGTGAGAA
GGCTGCCAGCAAGATCAACGAGACCATGCTGCGCCTGGGCATTTTTGGCTTCCTGGCC
TTTGGCTTTGTGCTCATTACCTTCAGCTGCCACTTCTACCACTTCTTCAACCAGGCTGA
GTGGGAGCGCAGCTTCCGGGACTATGTGCTATGTCAGGCCAATGTGACCATCGGGCTG
CCCACCAAGCAGCCCATCCCTGACTGTGAGATCAAGAATCGCCCGAGCCTTCTGGTGG
AGAAGATCAACCTGTTTGCCATGTTTGGAACTGGCATCGCCATGAGCACCTGGGTCTG
GACCAAGGCCACGCTGCTCATCTGGAGGCGTACCTGGTGCAGGTTGACTGGGCAGAG
TGACGATGAGCCAAAGCGGATCAAGAAGAGCAAGATGATTGCCAAGGCCTTCTCTAA
GCGGCACGAGCTCCTGCAGAACCCAGGCCAGGAGCTGTCCTTCAGCATGCACACTGT
GTCCCACGACGGGCCCGTGGCGGGCTTGGCCTTTGACCTCAATGAGCCCTCAGCTGAT
GTCTCCTCTGCCTGGGCCCAGCATGTCACCAAGATGGTGGCTCGGAGAGGAGCCATAC
TGCCCCAGGATATTTCTGTCACCCCTGTGGCAACTCCAGTGCCCCCAGAGGAACAAGC
CAACCTGTGGCTGGTTGAGGCAGAGATCTCCCCAGAGCTGCAGAAGCGCCTGGGCCG
GAAGAAGAAGAGGAGGAAGAGGAAGAAGGAGGTGTGCCCGCTGGCGCCGCCCCCTG
AGCTTCACCCCCCTGCCCCTGCCCCCAGTACCATTCCTCGACTGCCTCAGCTGCCCCGG
CAGAAATGCCTGGTGGCTGCAGGTGCCTGGGGAGCTGGGGACTCTTGCCGACAGGGA



GCGTGGACCCTGGTCTCCAACCCATTCTGCCCAGAGCCCAGTCCCCCTCAGGATCCAT
TTCTGCCCAGTGCACCGGCCCCCGTGGCATGGGCTCATGGCCGCCGACAGGGCCTGGG
GCCTATTCACTCCCGCACCAACCTGATGGACACAGAACTCATGGATGCAGACTCGGAC
TTCTGACTCGAGTCT

Smo W535L:
TGCGATGGTGCAATAGCAGAGCTCGTTTAGTGACCGTCAGAATTTTGTAATACGACTCA
CTATAGGGCGGCCGGGAATTCGTCGACTGGATCCGGTACCGAGGAGATCTGCCGCCGC
GATCGCCATGGCCGCTGCCCGCCCAGCGCGGGGGCCGGAGCTCCCGCTCCTGGGGCT
GCTGCTGCTGCTGCTGCTGGGGGACCCGGGCCGGGGGGCGGCCTCGAGCGGGAACGC
GACCGGGCCTGGGCCTCGGAGCGCGGGCGGGAGCGCGAGGAGGAGCGCGGCGGTGA
CTGGCCCTCCGCCGCCGCTGAGCCACTGCGGCCGGGCTGCCCCCTGCGAGCCGCTGC
GCTACAACGTGTGCCTGGGCTCGGTGCTGCCCTACGGGGCCACCTCCACACTGCTGGC
CGGAGACTCGGACTCCCAGGAGGAAGCGCACGGCAAGCTCGTGCTCTGGTCGGGCCT
CCGGAATGCCCCCCGCTGCTGGGCAGTGATCCAGCCCCTGCTGTGTGCCGTATACATGC
CCAAGTGTGAGAATGACCGGGTGGAGCTGCCCAGCCGTACCCTCTGCCAGGCCACCC
GAGGCCCCTGTGCCATCGTGGAGAGGGAGCGGGGCTGGCCTGACTTCCTGCGCTGCA
CTCCTGACCGCTTCCCTGAAGGCTGCACGAATGAGGTGCAGAACATCAAGTTCAACAG
TTCAGGCCAGTGCGAAGTGCCCTTGGTTCGGACAGACAACCCCAAGAGCTGGTACGA
GGACGTGGAGGGCTGCGGCATCCAGTGCCAGAACCCGCTCTTCACAGAGGCTGAGCA
CCAGGACATGCACAGCTACATCGCGGCCTTCGGGGCCGTCACGGGCCTCTGCACGCTC
TTCACCCTGGCCACATTCGTGGCTGACTGGCGGAACTCGAATCGCTACCCTGCTGTTAT
TCTCTTCTACGTCAATGCGTGCTTCTTTGTGGGCAGCATTGGCTGGCTGGCCCAGTTCA
TGGATGGTGCCCGCCGAGAGATCGTCTGCCGTGCAGATGGCACCATGAGGCTTGGGGA
GCCCACCTCCAATGAGACTCTGTCCTGCGTCATCATCTTTGTCATCGTGTACTACGCCCT
GATGGCTGGTGTGGTTTGGTTTGTGGTCCTCACCTATGCCTGGCACACTTCCTTCAAAG
CCCTGGGCACCACCTACCAGCCTCTCTCGGGCAAGACCTCCTACTTCCACCTGCTCAC
CTGGTCACTCCCCTTTGTCCTCACTGTGGCAATCCTTGCTGTGGCGCAGGTGGATGGG
GACTCTGTGAGTGGCATTTGTTTTGTGGGCTACAAGAACTACCGATACCGTGCGGGCTT
CGTGCTGGCCCCAATCGGCCTGGTGCTCATCGTGGGAGGCTACTTCCTCATCCGAGGA
GTCATGACTCTGTTCTCCATCAAGAGCAACCACCCCGGGCTGCTGAGTGAGAAGGCTG
CCAGCAAGATCAACGAGACCATGCTGCGCCTGGGCATTTTTGGCTTCCTGGCCTTTGG
CTTTGTGCTCATTACCTTCAGCTGCCACTTCTACGACTTCTTCAACCAGGCTGAGTGGG
AGCGCAGCTTCCGGGACTATGTGCTATGTCAGGCCAATGTGACCATCGGGCTGCCCAC
CAAGCAGCCCATCCCTGACTGTGAGATCAAGAATCGCCCGAGCCTTCTGGTGGAGAAG
ATCAACCTGTTTGCCATGTTTGGAACTGGCATCGCCATGAGCACCCTCGTCTGGACCAA
GGCCACGCTGCTCATCTGGAGGCGTACCTGGTGCAGGTTGACTGGGCAGAGTGACGAT
GAGCCAAAGCGGATCAAGAAGAGCAAGATGATTGCCAAGGCCTTCTCTAAGCGGCAC
GAGCTCCTGCAGAACCCAGGCCAGGAGCTGTCCTTCAGCATGCACACTGTGTCCCACG
ACGGGCCCGTGGCGGGCTTGGCCTTTGACCTCAATGAGCCCTCAGCTGATGTCTCCTC
TGCCTGGGCCCAGCATGTCACCAAGATGGTGGCTCGGAGAGGAGCCATACTGCCCCAG
GATATTTCTGTCACCCCTGTGGCAACTCCAGTGCCCCCAGAGGAACAAGCCAACCTGT
GGCTGGTTGAGGCAGAGATCTCCCCAGAGCTGCAGAAGCGCCTGGGCCGGAAGAAGA
AGAGGAGGAAGAGGAAGAAGGAGGTGTGCCCGCTGGCGCCGCCCCCTGAGCTTCAC



CCCCCTGCCCCTGCCCCCAGTACCATTCCTCGACTGCCTCAGCTGCCCCGGCAGAAAT
GCCTGGTGGCTGCAGGTGCCTGGGGAGCTGGGGACTCTTGCCGACAGGGAGCGTGGA
CCCTGGTCTCCAACCCATTCTGCCCAGAGCCCAGTCCCCCTCAGGATCCATTTCTGCCC
AGTGCACCGGCCCCCGTGGCATGGGCTCATGGCCGCCGACAGGGCCTGGGGCCTATTC
ACTCCCGCACCAACCTGATGGACACAGAACTCATGGATGCAGACTCGGACTTCACGCG
TACGCGGCCGCTCGAGCAGAAACTCATCTCAGAAGAGGATCTGGCAGCAAATGATATC
CTGGATTACAAGGATGACGACGATAAGGTTTAAACGGCCGGCCGCGGTCATAGCTGTT
TCCTGAACAGATCCCGGGTGGCATCCCTGTGACCCCTCCCCAGTGCCTCTCCTGGCCCT
GGAAGTTGCCACTCCAGTGCCCACCAGCCTGTCCTAATAAATAGTCAACGT

Smo H231R:
CTAGAGAACCCACTGCTTACTGGCTTATCGAAATTAATACGACTCACTATAGGGAGACC
CAAGCTGGCTAGCGTTTAAACTTAAGCTTGGTACCGAGCTCGGATCCGCCACCATGGC
CGCTGCCCGCCCAGCGCGGGGGCCGGAGCTCCCGCTCCTGGGGCTGCTGCTGCTGCT
GCTGCTGGGGGACCCGGGCCGGGGGGCGGCCTCGAGCGGGAACGCGACCGGGCCTG
GGCCTCGGAGCGCGGGCGGGAGCGCGAGGAGGAGCGCGGCGGTGACTGGCCCTCCG
CCGCCGCTGAGCCACTGCGGCCGGGCTGCCCCCTGCGAGCCGCTGCGCTACAACGTGT
GCCTGGGCTCGGTGCTGCCCTACGGGGCCACCTCCACACTGCTGGCCGGAGACTCGG
ACTCCCAGGAGGAAGCGCACGGCAAGCTCGTGCTCTGGTCGGGCCTCCGGAATGCCC
CCCGCTGCTGGGCAGTGATCCAGCCCCTGCTGTGTGCCGTATACATGCCCAAGTGTGA
GAATGACCGGGTGGAGCTGCCCAGCCGTACCCTCTGCCAGGCCACCCGAGGCCCCTGT
GCCATCGTGGAGAGGGAGCGGGGCTGGCCTGACTTCCTGCGCTGCACTCCTGACCGCT
TCCCTGAAGGCTGCACGAATGAGGTGCAGAACATCAAGTTCAACAGTTCAGGCCAGT
GCGAAGTGCCCTTGGTTCGGACAGACAACCCCAAGAGCTGGTACGAGGACGTGGAGG
GCTGCGGCATCCAGTGCCAGAACCCGCTCTTCACAGAGGCTGAGCACCAGGACATGC
GCAGCTACATCGCGGCCTTCGGGGCCGTCACGGGCCTCTGCACGCTCTTCACCCTGGC
CACATTCGTGGCTGACTGGCGGAACTCGAATCGCTACCCTGCTGTTATTCTCTTCTACG
TCAATGCGTGCTTCTTTGTGGGCAGCATTGGCTGGCTGGCCCAGTTCATGGATGGTGCC
CGCCGAGAGATCGTCTGCCGTGCAGATGGCACCATGAGGCTTGGGGAGCCCACCTCCA
ATGAGACTCTGTCCTGCGTCATCATCTTTGTCATCGTGTACTACGCCCTGATGGCTGGTG
TGGTTTGGTTTGTGGTCCTCACCTATGCCTGGCACACTTCCTTCAAAGCCCTGGGCACC
ACCTACCAGCCTCTCTCGGGCAAGACCTCCTACTTCCACCTGCTCACCTGGTCACTCCC
CTTTGTCCTCACTGTGGCAATCCTTGCTGTGGCGCAGGTGGATGGGGACTCTGTGAGT
GGCATTTGTTTTGTGGGCTACAAGAACTACCGATACCGTGCGGGCTTCGTGCTGGCCCC
AATCGGCCTGGTGCTCATCGTGGGAGGCTACTTCCTCATCCGAGGAGTCATGACTCTGT
TCTCCATCAAGAGCAACCACCCCGGGCTGCTGAGTGAGAAGGCTGCCAGCAAGATCA
ACGAGACCATGCTGCGCCTGGGCATTTTTGGCTTCCTGGCCTTTGGCTTTGTGCTCATT
ACCTTCAGCTGCCACTTCTACGACTTCTTCAACCAGGCTGAGTGGGAGCGCAGCTTCC
GGGACTATGTGCTATGTCAGGCCAATGTGACCATCGGGCTGCCCACCAAGCAGCCCAT
CCCTGACTGTGAGATCAAGAATCGCCCGAGCCTTCTGGTGGAGAAGATCAACCTGTTT
GCCATGTTTGGAACTGGCATCGCCATGAGCACCTGGGTCTGGACCAAGGCCACGCTGC
TCATCTGGAGGCGTACCTGGTGCAGGTTGACTGGGCAGAGTGACGATGAGCCAAAGC
GGATCAAGAAGAGCAAGATGATTGCCAAGGCCTTCTCTAAGCGGCACGAGCTCCTGCA
GAACCCAGGCCAGGAGCTGTCCTTCAGCATGCACACTGTGTCCCACGACGGGCCCGT



GGCGGGCTTGGCCTTTGACCTCAATGAGCCCTCAGCTGATGTCTCCTCTGCCTGGGCC
CAGCATGTCACCAAGATGGTGGCTCGGAGAGGAGCCATACTGCCCCAGGATATTTCTG
TCACCCCTGTGGCAACTCCAGTGCCCCCAGAGGAACAAGCCAACCTGTGGCTGGTTG
AGGCAGAGATCTCCCCAGAGCTGCAGAAGCGCCTGGGCCGGAAGAAGAAGAGGAGG
AAGAGGAAGAAGGAGGTGTGCCCGCTGGCGCCGCCCCCTGAGCTTCACCCCCCTGCC
CCTGCCCCCAGTACCATTCCTCGACTGCCTCAGCTGCCCCGGCAGAAATGCCTGGTGG
CTGCAGGTGCCTGGGGAGCTGGGGACTCTTGCCGACAGGGAGCGTGGACCCTGGTCT
CCAACCCATTCTGCCCAGAGCCCAGTCCCCCTCAGGATCCATTTCTGCCCAGTGCACC
GGCCCCCGTGGCATGGGCTCATGGCCGCCGACAGGGCCTGGGGCCTATTCACTCCCGC
ACCAACCTGATGGACACAGAACTCATGGATGCAGACTCGGACTTCGAACAAAAACTC
ATCTCAGAAGAGGATCTGGACTACAAGGATGACGATGACAAGGATTACAAAGACGAC
GATGATAAGGACTATAAGGATGATGACGACAAATAATCTAGAGGGCCCGTTTAAACCCG
CTGATCAGCCTCGACTGTGCCTTCTAGTTGCCAGCCATCTGTTGTT

Smo W281C:
CTAGAGAACCCACTGCTTACTGGCTTATCGAAATTAATACGACTCACTATAGGGAGACC
CAAGCTGGCTAGCGTTTAAACTTAAGCTTGGTACCGAGCTCGGATCCGCCACCATGGC
CGCTGCCCGCCCAGCGCGGGGGCCGGAGCTCCCGCTCCTGGGGCTGCTGCTGCTGCT
GCTGCTGGGGGACCCGGGCCGGGGGGCGGCCTCGAGCGGGAACGCGACCGGGCCTG
GGCCTCGGAGCGCGGGCGGGAGCGCGAGGAGGAGCGCGGCGGTGACTGGCCCTCCG
CCGCCGCTGAGCCACTGCGGCCGGGCTGCCCCCTGCGAGCCGCTGCGCTACAACGTGT
GCCTGGGCTCGGTGCTGCCCTACGGGGCCACCTCCACACTGCTGGCCGGAGACTCGG
ACTCCCAGGAGGAAGCGCACGGCAAGCTCGTGCTCTGGTCGGGCCTCCGGAATGCCC
CCCGCTGCTGGGCAGTGATCCAGCCCCTGCTGTGTGCCGTATACATGCCCAAGTGTGA
GAATGACCGGGTGGAGCTGCCCAGCCGTACCCTCTGCCAGGCCACCCGAGGCCCCTGT
GCCATCGTGGAGAGGGAGCGGGGCTGGCCTGACTTCCTGCGCTGCACTCCTGACCGCT
TCCCTGAAGGCTGCACGAATGAGGTGCAGAACATCAAGTTCAACAGTTCAGGCCAGT
GCGAAGTGCCCTTGGTTCGGACAGACAACCCCAAGAGCTGGTACGAGGACGTGGAGG
GCTGCGGCATCCAGTGCCAGAACCCGCTCTTCACAGAGGCTGAGCACCAGGACATGC
ACAGCTACATCGCGGCCTTCGGGGCCGTCACGGGCCTCTGCACGCTCTTCACCCTGGC
CACATTCGTGGCTGACTGGCGGAACTCGAATCGCTACCCTGCTGTTATTCTCTTCTACG
TCAATGCGTGCTTCTTTGTGGGCAGCATTGGCTGCCTGGCCCAGTTCATGGATGGTGCC
CGCCGAGAGATCGTCTGCCGTGCAGATGGCACCATGAGGCTTGGGGAGCCCACCTCCA
ATGAGACTCTGTCCTGCGTCATCATCTTTGTCATCGTGTACTACGCCCTGATGGCTGGTG
TGGTTTGGTTTGTGGTCCTCACCTATGCCTGGCACACTTCCTTCAAAGCCCTGGGCACC
ACCTACCAGCCTCTCTCGGGCAAGACCTCCTACTTCCACCTGCTCACCTGGTCACTCCC
CTTTGTCCTCACTGTGGCAATCCTTGCTGTGGCGCAGGTGGATGGGGACTCTGTGAGT
GGCATTTGTTTTGTGGGCTACAAGAACTACCGATACCGTGCGGGCTTCGTGCTGGCCCC
AATCGGCCTGGTGCTCATCGTGGGAGGCTACTTCCTCATCCGAGGAGTCATGACTCTGT
TCTCCATCAAGAGCAACCACCCCGGGCTGCTGAGTGAGAAGGCTGCCAGCAAGATCA
ACGAGACCATGCTGCGCCTGGGCATTTTTGGCTTCCTGGCCTTTGGCTTTGTGCTCATT
ACCTTCAGCTGCCACTTCTACGACTTCTTCAACCAGGCTGAGTGGGAGCGCAGCTTCC
GGGACTATGTGCTATGTCAGGCCAATGTGACCATCGGGCTGCCCACCAAGCAGCCCAT
CCCTGACTGTGAGATCAAGAATCGCCCGAGCCTTCTGGTGGAGAAGATCAACCTGTTT



GCCATGTTTGGAACTGGCATCGCCATGAGCACCTGGGTCTGGACCAAGGCCACGCTGC
TCATCTGGAGGCGTACCTGGTGCAGGTTGACTGGGCAGAGTGACGATGAGCCAAAGC
GGATCAAGAAGAGCAAGATGATTGCCAAGGCCTTCTCTAAGCGGCACGAGCTCCTGCA
GAACCCAGGCCAGGAGCTGTCCTTCAGCATGCACACTGTGTCCCACGACGGGCCCGT
GGCGGGCTTGGCCTTTGACCTCAATGAGCCCTCAGCTGATGTCTCCTCTGCCTGGGCC
CAGCATGTCACCAAGATGGTGGCTCGGAGAGGAGCCATACTGCCCCAGGATATTTCTG
TCACCCCTGTGGCAACTCCAGTGCCCCCAGAGGAACAAGCCAACCTGTGGCTGGTTG
AGGCAGAGATCTCCCCAGAGCTGCAGAAGCGCCTGGGCCGGAAGAAGAAGAGGAGG
AAGAGGAAGAAGGAGGTGTGCCCGCTGGCGCCGCCCCCTGAGCTTCACCCCCCTGCC
CCTGCCCCCAGTACCATTCCTCGACTGCCTCAGCTGCCCCGGCAGAAATGCCTGGTGG
CTGCAGGTGCCTGGGGAGCTGGGGACTCTTGCCGACAGGGAGCGTGGACCCTGGTCT
CCAACCCATTCTGCCCAGAGCCCAGTCCCCCTCAGGATCCATTTCTGCCCAGTGCACC
GGCCCCCGTGGCATGGGCTCATGGCCGCCGACAGGGCCTGGGGCCTATTCACTCCCGC
ACCAACCTGATGGACACAGAACTCATGGATGCAGACTCGGACTTCGAACAAAAACTC
ATCTCAGAAGAGGATCTGGACTACAAGGATGACGATGACAAGGATTACAAAGACGAC
GATGATAAGGACTATAAGGATGATGACGACAAATAATCTAGAGGGCCCGTTTAAACCCG
CTGATCAGCCTCGACTGTGCCTTCTAGTTGCCAGCCATCTGTTGTT

Smo L412F:
CTAGAGAACCCACTGCTTACTGGCTTATCGAAATTAATACGACTCACTATAGGGAGACC
CAAGCTGGCTAGCGTTTAAACTTAAGCTTGGTACCGAGCTCGGATCCGCCACCATGGC
CGCTGCCCGCCCAGCGCGGGGGCCGGAGCTCCCGCTCCTGGGGCTGCTGCTGCTGCT
GCTGCTGGGGGACCCGGGCCGGGGGGCGGCCTCGAGCGGGAACGCGACCGGGCCTG
GGCCTCGGAGCGCGGGCGGGAGCGCGAGGAGGAGCGCGGCGGTGACTGGCCCTCCG
CCGCCGCTGAGCCACTGCGGCCGGGCTGCCCCCTGCGAGCCGCTGCGCTACAACGTGT
GCCTGGGCTCGGTGCTGCCCTACGGGGCCACCTCCACACTGCTGGCCGGAGACTCGG
ACTCCCAGGAGGAAGCGCACGGCAAGCTCGTGCTCTGGTCGGGCCTCCGGAATGCCC
CCCGCTGCTGGGCAGTGATCCAGCCCCTGCTGTGTGCCGTATACATGCCCAAGTGTGA
GAATGACCGGGTGGAGCTGCCCAGCCGTACCCTCTGCCAGGCCACCCGAGGCCCCTGT
GCCATCGTGGAGAGGGAGCGGGGCTGGCCTGACTTCCTGCGCTGCACTCCTGACCGCT
TCCCTGAAGGCTGCACGAATGAGGTGCAGAACATCAAGTTCAACAGTTCAGGCCAGT
GCGAAGTGCCCTTGGTTCGGACAGACAACCCCAAGAGCTGGTACGAGGACGTGGAGG
GCTGCGGCATCCAGTGCCAGAACCCGCTCTTCACAGAGGCTGAGCACCAGGACATGC
ACAGCTACATCGCGGCCTTCGGGGCCGTCACGGGCCTCTGCACGCTCTTCACCCTGGC
CACATTCGTGGCTGACTGGCGGAACTCGAATCGCTACCCTGCTGTTATTCTCTTCTACG
TCAATGCGTGCTTCTTTGTGGGCAGCATTGGCTGGCTGGCCCAGTTCATGGATGGTGCC
CGCCGAGAGATCGTCTGCCGTGCAGATGGCACCATGAGGCTTGGGGAGCCCACCTCCA
ATGAGACTCTGTCCTGCGTCATCATCTTTGTCATCGTGTACTACGCCCTGATGGCTGGTG
TGGTTTGGTTTGTGGTCCTCACCTATGCCTGGCACACTTCCTTCAAAGCCCTGGGCACC
ACCTACCAGCCTCTCTCGGGCAAGACCTCCTACTTCCACCTGCTCACCTGGTCACTCCC
CTTTGTCCTCACTGTGGCAATCCTTGCTGTGGCGCAGGTGGATGGGGACTCTGTGAGT
GGCATTTGTTTTGTGGGCTACAAGAACTACCGATACCGTGCGGGCTTCGTGCTGGCCCC
AATCGGCCTGGTGTTCATCGTGGGAGGCTACTTCCTCATCCGAGGAGTCATGACTCTGT
TCTCCATCAAGAGCAACCACCCCGGGCTGCTGAGTGAGAAGGCTGCCAGCAAGATCA



ACGAGACCATGCTGCGCCTGGGCATTTTTGGCTTCCTGGCCTTTGGCTTTGTGCTCATT
ACCTTCAGCTGCCACTTCTACGACTTCTTCAACCAGGCTGAGTGGGAGCGCAGCTTCC
GGGACTATGTGCTATGTCAGGCCAATGTGACCATCGGGCTGCCCACCAAGCAGCCCAT
CCCTGACTGTGAGATCAAGAATCGCCCGAGCCTTCTGGTGGAGAAGATCAACCTGTTT
GCCATGTTTGGAACTGGCATCGCCATGAGCACCTGGGTCTGGACCAAGGCCACGCTGC
TCATCTGGAGGCGTACCTGGTGCAGGTTGACTGGGCAGAGTGACGATGAGCCAAAGC
GGATCAAGAAGAGCAAGATGATTGCCAAGGCCTTCTCTAAGCGGCACGAGCTCCTGCA
GAACCCAGGCCAGGAGCTGTCCTTCAGCATGCACACTGTGTCCCACGACGGGCCCGT
GGCGGGCTTGGCCTTTGACCTCAATGAGCCCTCAGCTGATGTCTCCTCTGCCTGGGCC
CAGCATGTCACCAAGATGGTGGCTCGGAGAGGAGCCATACTGCCCCAGGATATTTCTG
TCACCCCTGTGGCAACTCCAGTGCCCCCAGAGGAACAAGCCAACCTGTGGCTGGTTG
AGGCAGAGATCTCCCCAGAGCTGCAGAAGCGCCTGGGCCGGAAGAAGAAGAGGAGG
AAGAGGAAGAAGGAGGTGTGCCCGCTGGCGCCGCCCCCTGAGCTTCACCCCCCTGCC
CCTGCCCCCAGTACCATTCCTCGACTGCCTCAGCTGCCCCGGCAGAAATGCCTGGTGG
CTGCAGGTGCCTGGGGAGCTGGGGACTCTTGCCGACAGGGAGCGTGGACCCTGGTCT
CCAACCCATTCTGCCCAGAGCCCAGTCCCCCTCAGGATCCATTTCTGCCCAGTGCACC
GGCCCCCGTGGCATGGGCTCATGGCCGCCGACAGGGCCTGGGGCCTATTCACTCCCGC
ACCAACCTGATGGACACAGAACTCATGGATGCAGACTCGGACTTCGAACAAAAACTC
ATCTCAGAAGAGGATCTGGACTACAAGGATGACGATGACAAGGATTACAAAGACGAC
GATGATAAGGACTATAAGGATGATGACGACAAATAATCTAGAGGGCCCGTTTAAACCCG
CTGATCAGCCTCGACTGTGC

Smo F460L:
CTAGAGAACCCACTGCTTACTGGCTTATCGAAATTAATACGACTCACTATAGGGAGACC
CAAGCTGGCTAGCGTTTAAACTTAAGCTTGGTACCGAGCTCGGATCCGCCACCATGGC
CGCTGCCCGCCCAGCGCGGGGGCCGGAGCTCCCGCTCCTGGGGCTGCTGCTGCTGCT
GCTGCTGGGGGACCCGGGCCGGGGGGCGGCCTCGAGCGGGAACGCGACCGGGCCTG
GGCCTCGGAGCGCGGGCGGGAGCGCGAGGAGGAGCGCGGCGGTGACTGGCCCTCCG
CCGCCGCTGAGCCACTGCGGCCGGGCTGCCCCCTGCGAGCCGCTGCGCTACAACGTGT
GCCTGGGCTCGGTGCTGCCCTACGGGGCCACCTCCACACTGCTGGCCGGAGACTCGG
ACTCCCAGGAGGAAGCGCACGGCAAGCTCGTGCTCTGGTCGGGCCTCCGGAATGCCC
CCCGCTGCTGGGCAGTGATCCAGCCCCTGCTGTGTGCCGTATACATGCCCAAGTGTGA
GAATGACCGGGTGGAGCTGCCCAGCCGTACCCTCTGCCAGGCCACCCGAGGCCCCTGT
GCCATCGTGGAGAGGGAGCGGGGCTGGCCTGACTTCCTGCGCTGCACTCCTGACCGCT
TCCCTGAAGGCTGCACGAATGAGGTGCAGAACATCAAGTTCAACAGTTCAGGCCAGT
GCGAAGTGCCCTTGGTTCGGACAGACAACCCCAAGAGCTGGTACGAGGACGTGGAGG
GCTGCGGCATCCAGTGCCAGAACCCGCTCTTCACAGAGGCTGAGCACCAGGACATGC
ACAGCTACATCGCGGCCTTCGGGGCCGTCACGGGCCTCTGCACGCTCTTCACCCTGGC
CACATTCGTGGCTGACTGGCGGAACTCGAATCGCTACCCTGCTGTTATTCTCTTCTACG
TCAATGCGTGCTTCTTTGTGGGCAGCATTGGCTGGCTGGCCCAGTTCATGGATGGTGCC
CGCCGAGAGATCGTCTGCCGTGCAGATGGCACCATGAGGCTTGGGGAGCCCACCTCCA
ATGAGACTCTGTCCTGCGTCATCATCTTTGTCATCGTGTACTACGCCCTGATGGCTGGTG
TGGTTTGGTTTGTGGTCCTCACCTATGCCTGGCACACTTCCTTCAAAGCCCTGGGCACC
ACCTACCAGCCTCTCTCGGGCAAGACCTCCTACTTCCACCTGCTCACCTGGTCACTCCC



CTTTGTCCTCACTGTGGCAATCCTTGCTGTGGCGCAGGTGGATGGGGACTCTGTGAGT
GGCATTTGTTTTGTGGGCTACAAGAACTACCGATACCGTGCGGGCTTCGTGCTGGCCCC
AATCGGCCTGGTGCTCATCGTGGGAGGCTACTTCCTCATCCGAGGAGTCATGACTCTGT
TCTCCATCAAGAGCAACCACCCCGGGCTGCTGAGTGAGAAGGCTGCCAGCAAGATCA
ACGAGACCATGCTGCGCCTGGGCATTTTTGGCTTCCTGGCCTTGGGCTTTGTGCTCATT
ACCTTCAGCTGCCACTTCTACGACTTCTTCAACCAGGCTGAGTGGGAGCGCAGCTTCC
GGGACTATGTGCTATGTCAGGCCAATGTGACCATCGGGCTGCCCACCAAGCAGCCCAT
CCCTGACTGTGAGATCAAGAATCGCCCGAGCCTTCTGGTGGAGAAGATCAACCTGTTT
GCCATGTTTGGAACTGGCATCGCCATGAGCACCTGGGTCTGGACCAAGGCCACGCTGC
TCATCTGGAGGCGTACCTGGTGCAGGTTGACTGGGCAGAGTGACGATGAGCCAAAGC
GGATCAAGAAGAGCAAGATGATTGCCAAGGCCTTCTCTAAGCGGCACGAGCTCCTGCA
GAACCCAGGCCAGGAGCTGTCCTTCAGCATGCACACTGTGTCCCACGACGGGCCCGT
GGCGGGCTTGGCCTTTGACCTCAATGAGCCCTCAGCTGATGTCTCCTCTGCCTGGGCC
CAGCATGTCACCAAGATGGTGGCTCGGAGAGGAGCCATACTGCCCCAGGATATTTCTG
TCACCCCTGTGGCAACTCCAGTGCCCCCAGAGGAACAAGCCAACCTGTGGCTGGTTG
AGGCAGAGATCTCCCCAGAGCTGCAGAAGCGCCTGGGCCGGAAGAAGAAGAGGAGG
AAGAGGAAGAAGGAGGTGTGCCCGCTGGCGCCGCCCCCTGAGCTTCACCCCCCTGCC
CCTGCCCCCAGTACCATTCCTCGACTGCCTCAGCTGCCCCGGCAGAAATGCCTGGTGG
CTGCAGGTGCCTGGGGAGCTGGGGACTCTTGCCGACAGGGAGCGTGGACCCTGGTCT
CCAACCCATTCTGCCCAGAGCCCAGTCCCCCTCAGGATCCATTTCTGCCCAGTGCACC
GGCCCCCGTGGCATGGGCTCATGGCCGCCGACAGGGCCTGGGGCCTATTCACTCCCGC
ACCAACCTGATGGACACAGAACTCATGGATGCAGACTCGGACTTCGAACAAAAACTC
ATCTCAGAAGAGGATCTGGACTACAAGGATGACGATGACAAGGATTACAAAGACGAC
GATGATAAGGACTATAAGGATGATGACGACAAATAATCTAGAGGGCCCGTTTAAACCCG
CTGATCAGCCTCGACTGTGCCTTCTAGTTGCCAGCCATCTGTTGTT



DNA sequencing results are provided below.

Smo D473H:









Smo W535L









Smo H231R:

829 878

PSE2260 (829) CTAGAGAACCCACTGCTTACTGGCTTATCGAAATTAATACGACTCACTAT

PSE2260 seq splicing (1)

CTAGAGAACCCACTGCTTACTGGCTTATCGAAATTAATACGACTCACTAT

879 928

PSE2260 (879) AGGGAGACCCAAGCTGGCTAGCGTTTAAACTTAAGCTTGGTACCGAGCTC

PSE2260 seq splicing (51)

AGGGAGACCCAAGCTGGCTAGCGTTTAAACTTAAGCTTGGTACCGAGCTC

929 978

PSE2260 (929) GGATCCGCCACCATGGCCGCTGCCCGCCCAGCGCGGGGGCCGGAGCTCCC

PSE2260 seq splicing (101)

GGATCCGCCACCATGGCCGCTGCCCGCCCAGCGCGGGGGCCGGAGCTCCC

979 1028

PSE2260 (979) GCTCCTGGGGCTGCTGCTGCTGCTGCTGCTGGGGGACCCGGGCCGGGGGG

PSE2260 seq splicing (151)

GCTCCTGGGGCTGCTGCTGCTGCTGCTGCTGGGGGACCCGGGCCGGGGGG

1029 1078

PSE2260 (1029) CGGCCTCGAGCGGGAACGCGACCGGGCCTGGGCCTCGGAGCGCGGGCGGG

PSE2260 seq splicing (201)

CGGCCTCGAGCGGGAACGCGACCGGGCCTGGGCCTCGGAGCGCGGGCGGG

1079 1128

PSE2260 (1079) AGCGCGAGGAGGAGCGCGGCGGTGACTGGCCCTCCGCCGCCGCTGAGCCA

PSE2260 seq splicing (251)

AGCGCGAGGAGGAGCGCGGCGGTGACTGGCCCTCCGCCGCCGCTGAGCCA

1129 1178

PSE2260 (1129) CTGCGGCCGGGCTGCCCCCTGCGAGCCGCTGCGCTACAACGTGTGCCTGG

PSE2260 seq splicing (301)

CTGCGGCCGGGCTGCCCCCTGCGAGCCGCTGCGCTACAACGTGTGCCTGG

1179 1228

PSE2260 (1179) GCTCGGTGCTGCCCTACGGGGCCACCTCCACACTGCTGGCCGGAGACTCG

PSE2260 seq splicing (351)

GCTCGGTGCTGCCCTACGGGGCCACCTCCACACTGCTGGCCGGAGACTCG

1229 1278

PSE2260 (1229) GACTCCCAGGAGGAAGCGCACGGCAAGCTCGTGCTCTGGTCGGGCCTCCG

PSE2260 seq splicing (401)

GACTCCCAGGAGGAAGCGCACGGCAAGCTCGTGCTCTGGTCGGGCCTCCG

1279 1328

PSE2260 (1279) GAATGCCCCCCGCTGCTGGGCAGTGATCCAGCCCCTGCTGTGTGCCGTAT

PSE2260 seq splicing (451)

GAATGCCCCCCGCTGCTGGGCAGTGATCCAGCCCCTGCTGTGTGCCGTAT

1329 1378

PSE2260 (1329) ACATGCCCAAGTGTGAGAATGACCGGGTGGAGCTGCCCAGCCGTACCCTC



PSE2260 seq splicing (501)

ACATGCCCAAGTGTGAGAATGACCGGGTGGAGCTGCCCAGCCGTACCCTC

1379 1428

PSE2260 (1379) TGCCAGGCCACCCGAGGCCCCTGTGCCATCGTGGAGAGGGAGCGGGGCTG

PSE2260 seq splicing (551)

TGCCAGGCCACCCGAGGCCCCTGTGCCATCGTGGAGAGGGAGCGGGGCTG

1429 1478

PSE2260 (1429) GCCTGACTTCCTGCGCTGCACTCCTGACCGCTTCCCTGAAGGCTGCACGA

PSE2260 seq splicing (601)

GCCTGACTTCCTGCGCTGCACTCCTGACCGCTTCCCTGAAGGCTGCACGA

1479 1528

PSE2260 (1479) ATGAGGTGCAGAACATCAAGTTCAACAGTTCAGGCCAGTGCGAAGTGCCC

PSE2260 seq splicing (651)

ATGAGGTGCAGAACATCAAGTTCAACAGTTCAGGCCAGTGCGAAGTGCCC

1529 1578

PSE2260 (1529) TTGGTTCGGACAGACAACCCCAAGAGCTGGTACGAGGACGTGGAGGGCTG

PSE2260 seq splicing (701)

TTGGTTCGGACAGACAACCCCAAGAGCTGGTACGAGGACGTGGAGGGCTG

1579 1628

PSE2260 (1579) CGGCATCCAGTGCCAGAACCCGCTCTTCACAGAGGCTGAGCACCAGGACA

PSE2260 seq splicing (751)

CGGCATCCAGTGCCAGAACCCGCTCTTCACAGAGGCTGAGCACCAGGACA

1629 1678

PSE2260 (1629) TGCGCAGCTACATCGCGGCCTTCGGGGCCGTCACGGGCCTCTGCACGCTC

PSE2260 seq splicing (801)

TGCGCAGCTACATCGCGGCCTTCGGGGCCGTCACGGGCCTCTGCACGCTC

1679 1728

PSE2260 (1679) TTCACCCTGGCCACATTCGTGGCTGACTGGCGGAACTCGAATCGCTACCC

PSE2260 seq splicing (851)

TTCACCCTGGCCACATTCGTGGCTGACTGGCGGAACTCGAATCGCTACCC

1729 1778

PSE2260 (1729) TGCTGTTATTCTCTTCTACGTCAATGCGTGCTTCTTTGTGGGCAGCATTG

PSE2260 seq splicing (901)

TGCTGTTATTCTCTTCTACGTCAATGCGTGCTTCTTTGTGGGCAGCATTG

1779 1828

PSE2260 (1779) GCTGGCTGGCCCAGTTCATGGATGGTGCCCGCCGAGAGATCGTCTGCCGT

PSE2260 seq splicing (951)

GCTGGCTGGCCCAGTTCATGGATGGTGCCCGCCGAGAGATCGTCTGCCGT

1829 1878

PSE2260 (1829) GCAGATGGCACCATGAGGCTTGGGGAGCCCACCTCCAATGAGACTCTGTC

PSE2260 seq splicing (1001)

GCAGATGGCACCATGAGGCTTGGGGAGCCCACCTCCAATGAGACTCTGTC

1879 1928

PSE2260 (1879) CTGCGTCATCATCTTTGTCATCGTGTACTACGCCCTGATGGCTGGTGTGG



PSE2260 seq splicing (1051)

CTGCGTCATCATCTTTGTCATCGTGTACTACGCCCTGATGGCTGGTGTGG

1929 1978

PSE2260 (1929) TTTGGTTTGTGGTCCTCACCTATGCCTGGCACACTTCCTTCAAAGCCCTG

PSE2260 seq splicing (1101)

TTTGGTTTGTGGTCCTCACCTATGCCTGGCACACTTCCTTCAAAGCCCTG

1979 2028

PSE2260 (1979) GGCACCACCTACCAGCCTCTCTCGGGCAAGACCTCCTACTTCCACCTGCT

PSE2260 seq splicing (1151)

GGCACCACCTACCAGCCTCTCTCGGGCAAGACCTCCTACTTCCACCTGCT

2029 2078

PSE2260 (2029) CACCTGGTCACTCCCCTTTGTCCTCACTGTGGCAATCCTTGCTGTGGCGC

PSE2260 seq splicing (1201)

CACCTGGTCACTCCCCTTTGTCCTCACTGTGGCAATCCTTGCTGTGGCGC

2079 2128

PSE2260 (2079) AGGTGGATGGGGACTCTGTGAGTGGGATTTGTTTTGTGGGCTACAAGAAC

PSE2260 seq splicing (1251)

AGGTGGATGGGGACTCTGTGAGTGGCATTTGTTTTGTGGGCTACAAGAAC

2129 2178

PSE2260 (2129) TACCGATACCGTGCGGGCTTCGTGCTGGCCCCAATCGGCCTGGTGCTCAT

PSE2260 seq splicing (1301)

TACCGATACCGTGCGGGCTTCGTGCTGGCCCCAATCGGCCTGGTGCTCAT

2179 2228

PSE2260 (2179) CGTGGGAGGCTACTTCCTCATCCGAGGAGTCATGACTCTGTTCTCCATCA

PSE2260 seq splicing (1351)

CGTGGGAGGCTACTTCCTCATCCGAGGAGTCATGACTCTGTTCTCCATCA

2229 2278

PSE2260 (2229) AGAGCAACCACCCCGGGCTGCTGAGTGAGAAGGCTGCCAGCAAGATCAAC

PSE2260 seq splicing (1401)

AGAGCAACCACCCCGGGCTGCTGAGTGAGAAGGCTGCCAGCAAGATCAAC

2279 2328

PSE2260 (2279) GAGACCATGCTGCGCCTGGGCATTTTTGGCTTCCTGGCCTTTGGCTTTGT

PSE2260 seq splicing (1451)

GAGACCATGCTGCGCCTGGGCATTTTTGGCTTCCTGGCCTTTGGCTTTGT

2329 2378

PSE2260 (2329) GCTCATTACCTTCAGCTGCCACTTCTACGACTTCTTCAACCAGGCTGAGT

PSE2260 seq splicing (1501)

GCTCATTACCTTCAGCTGCCACTTCTACGACTTCTTCAACCAGGCTGAGT

2379 2428

PSE2260 (2379) GGGAGCGCAGCTTCCGGGACTATGTGCTATGTCAGGCCAATGTGACCATC

PSE2260 seq splicing (1551)

GGGAGCGCAGCTTCCGGGACTATGTGCTATGTCAGGCCAATGTGACCATC

2429 2478

PSE2260 (2429) GGGCTGCCCACCAAGCAGCCCATCCCTGACTGTGAGATCAAGAATCGCCC



PSE2260 seq splicing (1601)

GGGCTGCCCACCAAGCAGCCCATCCCTGACTGTGAGATCAAGAATCGCCC

2479 2528

PSE2260 (2479) GAGCCTTCTGGTGGAGAAGATCAACCTGTTTGCCATGTTTGGAACTGGCA

PSE2260 seq splicing (1651)

GAGCCTTCTGGTGGAGAAGATCAACCTGTTTGCCATGTTTGGAACTGGCA

2529 2578

PSE2260 (2529) TCGCCATGAGCACCTGGGTCTGGACCAAGGCCACGCTGCTCATCTGGAGG

PSE2260 seq splicing (1701)

TCGCCATGAGCACCTGGGTCTGGACCAAGGCCACGCTGCTCATCTGGAGG

2579 2628

PSE2260 (2579) CGTACCTGGTGCAGGTTGACTGGGCAGAGTGACGATGAGCCAAAGCGGAT

PSE2260 seq splicing (1751)

CGTACCTGGTGCAGGTTGACTGGGCAGAGTGACGATGAGCCAAAGCGGAT

2629 2678

PSE2260 (2629) CAAGAAGAGCAAGATGATTGCCAAGGCCTTCTCTAAGCGGCACGAGCTCC

PSE2260 seq splicing (1801)

CAAGAAGAGCAAGATGATTGCCAAGGCCTTCTCTAAGCGGCACGAGCTCC

2679 2728

PSE2260 (2679) TGCAGAACCCAGGCCAGGAGCTGTCCTTCAGCATGCACACTGTGTCCCAC

PSE2260 seq splicing (1851)

TGCAGAACCCAGGCCAGGAGCTGTCCTTCAGCATGCACACTGTGTCCCAC

2729 2778

PSE2260 (2729) GACGGGCCCGTGGCGGGCTTGGCCTTTGACCTCAATGAGCCCTCAGCTGA

PSE2260 seq splicing (1901)

GACGGGCCCGTGGCGGGCTTGGCCTTTGACCTCAATGAGCCCTCAGCTGA

2779 2828

PSE2260 (2779) TGTCTCCTCTGCCTGGGCCCAGCATGTCACCAAGATGGTGGCTCGGAGAG

PSE2260 seq splicing (1951)

TGTCTCCTCTGCCTGGGCCCAGCATGTCACCAAGATGGTGGCTCGGAGAG

2829 2878

PSE2260 (2829) GAGCCATACTGCCCCAGGATATTTCTGTCACCCCTGTGGCAACTCCAGTG

PSE2260 seq splicing (2001)

GAGCCATACTGCCCCAGGATATTTCTGTCACCCCTGTGGCAACTCCAGTG

2879 2928

PSE2260 (2879) CCCCCAGAGGAACAAGCCAACCTGTGGCTGGTTGAGGCAGAGATCTCCCC

PSE2260 seq splicing (2051)

CCCCCAGAGGAACAAGCCAACCTGTGGCTGGTTGAGGCAGAGATCTCCCC

2929 2978

PSE2260 (2929) AGAGCTGCAGAAGCGCCTGGGCCGGAAGAAGAAGAGGAGGAAGAGGAAGA

PSE2260 seq splicing (2101)

AGAGCTGCAGAAGCGCCTGGGCCGGAAGAAGAAGAGGAGGAAGAGGAAGA

2979 3028

PSE2260 (2979) AGGAGGTGTGCCCGCTGGCGCCGCCCCCTGAGCTTCACCCCCCTGCCCCT



PSE2260 seq splicing (2151)

AGGAGGTGTGCCCGCTGGCGCCGCCCCCTGAGCTTCACCCCCCTGCCCCT

3029 3078

PSE2260 (3029) GCCCCCAGTACCATTCCTCGACTGCCTCAGCTGCCCCGGCAGAAATGCCT

PSE2260 seq splicing (2201)

GCCCCCAGTACCATTCCTCGACTGCCTCAGCTGCCCCGGCAGAAATGCCT

3079 3128

PSE2260 (3079) GGTGGCTGCAGGTGCCTGGGGAGCTGGGGACTCTTGCCGACAGGGAGCGT

PSE2260 seq splicing (2251)

GGTGGCTGCAGGTGCCTGGGGAGCTGGGGACTCTTGCCGACAGGGAGCGT

3129 3178

PSE2260 (3129) GGACCCTGGTCTCCAACCCATTCTGCCCAGAGCCCAGTCCCCCTCAGGAT

PSE2260 seq splicing (2301)

GGACCCTGGTCTCCAACCCATTCTGCCCAGAGCCCAGTCCCCCTCAGGAT

3179 3228

PSE2260 (3179) CCATTTCTGCCCAGTGCACCGGCCCCCGTGGCATGGGCTCATGGCCGCCG

PSE2260 seq splicing (2351)

CCATTTCTGCCCAGTGCACCGGCCCCCGTGGCATGGGCTCATGGCCGCCG

3229 3278

PSE2260 (3229) ACAGGGCCTGGGGCCTATTCACTCCCGCACCAACCTGATGGACACAGAAC

PSE2260 seq splicing (2401)

ACAGGGCCTGGGGCCTATTCACTCCCGCACCAACCTGATGGACACAGAAC

3279 3328

PSE2260 (3279) TCATGGATGCAGACTCGGACTTCGAACAAAAACTCATCTCAGAAGAGGAT

PSE2260 seq splicing (2451)

TCATGGATGCAGACTCGGACTTCGAACAAAAACTCATCTCAGAAGAGGAT

3329 3378

PSE2260 (3329) CTGGACTACAAGGATGACGATGACAAGGATTACAAAGACGACGATGATAA

PSE2260 seq splicing (2501)

CTGGACTACAAGGATGACGATGACAAGGATTACAAAGACGACGATGATAA

3379 3428

PSE2260 (3379) GGACTATAAGGATGATGACGACAAATAATCTAGAGGGCCCGTTTAAACCC

PSE2260 seq splicing (2551)

GGACTATAAGGATGATGACGACAAATAATCTAGAGGGCCCGTTTAAACCC

3429 3475

PSE2260 (3429) GCTGATCAGCCTCGACTGTGCCTTCTAGTTGCCAGCCATCTGTTGTT

PSE2260 seq splicing (2601)

GCTGATCAGCCTCGACTGTGCCTTCTAGTTGCCAGCCATCTGTTGTT



Smo W281C:

829 878

PSE2261 (829) CTAGAGAACCCACTGCTTACTGGCTTATCGAAATTAATACGACTCACTAT

PSE2261 seq splicing (1)

CTAGAGAACCCACTGCTTACTGGCTTATCGAAATTAATACGACTCACTAT

879 928

PSE2261 (879) AGGGAGACCCAAGCTGGCTAGCGTTTAAACTTAAGCTTGGTACCGAGCTC

PSE2261 seq splicing (51)

AGGGAGACCCAAGCTGGCTAGCGTTTAAACTTAAGCTTGGTACCGAGCTC

929 978

PSE2261 (929) GGATCCGCCACCATGGCCGCTGCCCGCCCAGCGCGGGGGCCGGAGCTCCC

PSE2261 seq splicing (101)

GGATCCGCCACCATGGCCGCTGCCCGCCCAGCGCGGGGGCCGGAGCTCCC

979 1028

PSE2261 (979) GCTCCTGGGGCTGCTGCTGCTGCTGCTGCTGGGGGACCCGGGCCGGGGGG

PSE2261 seq splicing (151)

GCTCCTGGGGCTGCTGCTGCTGCTGCTGCTGGGGGACCCGGGCCGGGGGG

1029 1078

PSE2261 (1029) CGGCCTCGAGCGGGAACGCGACCGGGCCTGGGCCTCGGAGCGCGGGCGGG

PSE2261 seq splicing (201)

CGGCCTCGAGCGGGAACGCGACCGGGCCTGGGCCTCGGAGCGCGGGCGGG

1079 1128

PSE2261 (1079) AGCGCGAGGAGGAGCGCGGCGGTGACTGGCCCTCCGCCGCCGCTGAGCCA

PSE2261 seq splicing (251)

AGCGCGAGGAGGAGCGCGGCGGTGACTGGCCCTCCGCCGCCGCTGAGCCA

1129 1178

PSE2261 (1129) CTGCGGCCGGGCTGCCCCCTGCGAGCCGCTGCGCTACAACGTGTGCCTGG

PSE2261 seq splicing (301)

CTGCGGCCGGGCTGCCCCCTGCGAGCCGCTGCGCTACAACGTGTGCCTGG

1179 1228

PSE2261 (1179) GCTCGGTGCTGCCCTACGGGGCCACCTCCACACTGCTGGCCGGAGACTCG

PSE2261 seq splicing (351)

GCTCGGTGCTGCCCTACGGGGCCACCTCCACACTGCTGGCCGGAGACTCG

1229 1278

PSE2261 (1229) GACTCCCAGGAGGAAGCGCACGGCAAGCTCGTGCTCTGGTCGGGCCTCCG

PSE2261 seq splicing (401)

GACTCCCAGGAGGAAGCGCACGGCAAGCTCGTGCTCTGGTCGGGCCTCCG

1279 1328

PSE2261 (1279) GAATGCCCCCCGCTGCTGGGCAGTGATCCAGCCCCTGCTGTGTGCCGTAT

PSE2261 seq splicing (451)

GAATGCCCCCCGCTGCTGGGCAGTGATCCAGCCCCTGCTGTGTGCCGTAT

1329 1378

PSE2261 (1329) ACATGCCCAAGTGTGAGAATGACCGGGTGGAGCTGCCCAGCCGTACCCTC



PSE2261 seq splicing (501)

ACATGCCCAAGTGTGAGAATGACCGGGTGGAGCTGCCCAGCCGTACCCTC

1379 1428

PSE2261 (1379) TGCCAGGCCACCCGAGGCCCCTGTGCCATCGTGGAGAGGGAGCGGGGCTG

PSE2261 seq splicing (551)

TGCCAGGCCACCCGAGGCCCCTGTGCCATCGTGGAGAGGGAGCGGGGCTG

1429 1478

PSE2261 (1429) GCCTGACTTCCTGCGCTGCACTCCTGACCGCTTCCCTGAAGGCTGCACGA

PSE2261 seq splicing (601)

GCCTGACTTCCTGCGCTGCACTCCTGACCGCTTCCCTGAAGGCTGCACGA

1479 1528

PSE2261 (1479) ATGAGGTGCAGAACATCAAGTTCAACAGTTCAGGCCAGTGCGAAGTGCCC

PSE2261 seq splicing (651)

ATGAGGTGCAGAACATCAAGTTCAACAGTTCAGGCCAGTGCGAAGTGCCC

1529 1578

PSE2261 (1529) TTGGTTCGGACAGACAACCCCAAGAGCTGGTACGAGGACGTGGAGGGCTG

PSE2261 seq splicing (701)

TTGGTTCGGACAGACAACCCCAAGAGCTGGTACGAGGACGTGGAGGGCTG

1579 1628

PSE2261 (1579) CGGCATCCAGTGCCAGAACCCGCTCTTCACAGAGGCTGAGCACCAGGACA

PSE2261 seq splicing (751)

CGGCATCCAGTGCCAGAACCCGCTCTTCACAGAGGCTGAGCACCAGGACA

1629 1678

PSE2261 (1629) TGCACAGCTACATCGCGGCCTTCGGGGCCGTCACGGGCCTCTGCACGCTC

PSE2261 seq splicing (801)

TGCACAGCTACATCGCGGCCTTCGGGGCCGTCACGGGCCTCTGCACGCTC

1679 1728

PSE2261 (1679) TTCACCCTGGCCACATTCGTGGCTGACTGGCGGAACTCGAATCGCTACCC

PSE2261 seq splicing (851)

TTCACCCTGGCCACATTCGTGGCTGACTGGCGGAACTCGAATCGCTACCC

1729 1778

PSE2261 (1729) TGCTGTTATTCTCTTCTACGTCAATGCGTGCTTCTTTGTGGGCAGCATTG

PSE2261 seq splicing (901)

TGCTGTTATTCTCTTCTACGTCAATGCGTGCTTCTTTGTGGGCAGCATTG

1779 1828

PSE2261 (1779) GCTGCCTGGCCCAGTTCATGGATGGTGCCCGCCGAGAGATCGTCTGCCGT

PSE2261 seq splicing (951)

GCTGCCTGGCCCAGTTCATGGATGGTGCCCGCCGAGAGATCGTCTGCCGT

1829 1878

PSE2261 (1829) GCAGATGGCACCATGAGGCTTGGGGAGCCCACCTCCAATGAGACTCTGTC

PSE2261 seq splicing (1001)

GCAGATGGCACCATGAGGCTTGGGGAGCCCACCTCCAATGAGACTCTGTC

1879 1928

PSE2261 (1879) CTGCGTCATCATCTTTGTCATCGTGTACTACGCCCTGATGGCTGGTGTGG



PSE2261 seq splicing (1051)

CTGCGTCATCATCTTTGTCATCGTGTACTACGCCCTGATGGCTGGTGTGG

1929 1978

PSE2261 (1929) TTTGGTTTGTGGTCCTCACCTATGCCTGGCACACTTCCTTCAAAGCCCTG

PSE2261 seq splicing (1101)

TTTGGTTTGTGGTCCTCACCTATGCCTGGCACACTTCCTTCAAAGCCCTG

1979 2028

PSE2261 (1979) GGCACCACCTACCAGCCTCTCTCGGGCAAGACCTCCTACTTCCACCTGCT

PSE2261 seq splicing (1151)

GGCACCACCTACCAGCCTCTCTCGGGCAAGACCTCCTACTTCCACCTGCT

2029 2078

PSE2261 (2029) CACCTGGTCACTCCCCTTTGTCCTCACTGTGGCAATCCTTGCTGTGGCGC

PSE2261 seq splicing (1201)

CACCTGGTCACTCCCCTTTGTCCTCACTGTGGCAATCCTTGCTGTGGCGC

2079 2128

PSE2261 (2079) AGGTGGATGGGGACTCTGTGAGTGGGATTTGTTTTGTGGGCTACAAGAAC

PSE2261 seq splicing (1251)

AGGTGGATGGGGACTCTGTGAGTGGCATTTGTTTTGTGGGCTACAAGAAC

2129 2178

PSE2261 (2129) TACCGATACCGTGCGGGCTTCGTGCTGGCCCCAATCGGCCTGGTGCTCAT

PSE2261 seq splicing (1301)

TACCGATACCGTGCGGGCTTCGTGCTGGCCCCAATCGGCCTGGTGCTCAT

2179 2228

PSE2261 (2179) CGTGGGAGGCTACTTCCTCATCCGAGGAGTCATGACTCTGTTCTCCATCA

PSE2261 seq splicing (1351)

CGTGGGAGGCTACTTCCTCATCCGAGGAGTCATGACTCTGTTCTCCATCA

2229 2278

PSE2261 (2229) AGAGCAACCACCCCGGGCTGCTGAGTGAGAAGGCTGCCAGCAAGATCAAC

PSE2261 seq splicing (1401)

AGAGCAACCACCCCGGGCTGCTGAGTGAGAAGGCTGCCAGCAAGATCAAC

2279 2328

PSE2261 (2279) GAGACCATGCTGCGCCTGGGCATTTTTGGCTTCCTGGCCTTTGGCTTTGT

PSE2261 seq splicing (1451)

GAGACCATGCTGCGCCTGGGCATTTTTGGCTTCCTGGCCTTTGGCTTTGT

2329 2378

PSE2261 (2329) GCTCATTACCTTCAGCTGCCACTTCTACGACTTCTTCAACCAGGCTGAGT

PSE2261 seq splicing (1501)

GCTCATTACCTTCAGCTGCCACTTCTACGACTTCTTCAACCAGGCTGAGT

2379 2428

PSE2261 (2379) GGGAGCGCAGCTTCCGGGACTATGTGCTATGTCAGGCCAATGTGACCATC

PSE2261 seq splicing (1551)

GGGAGCGCAGCTTCCGGGACTATGTGCTATGTCAGGCCAATGTGACCATC

2429 2478

PSE2261 (2429) GGGCTGCCCACCAAGCAGCCCATCCCTGACTGTGAGATCAAGAATCGCCC



PSE2261 seq splicing (1601)

GGGCTGCCCACCAAGCAGCCCATCCCTGACTGTGAGATCAAGAATCGCCC

2479 2528

PSE2261 (2479) GAGCCTTCTGGTGGAGAAGATCAACCTGTTTGCCATGTTTGGAACTGGCA

PSE2261 seq splicing (1651)

GAGCCTTCTGGTGGAGAAGATCAACCTGTTTGCCATGTTTGGAACTGGCA

2529 2578

PSE2261 (2529) TCGCCATGAGCACCTGGGTCTGGACCAAGGCCACGCTGCTCATCTGGAGG

PSE2261 seq splicing (1701)

TCGCCATGAGCACCTGGGTCTGGACCAAGGCCACGCTGCTCATCTGGAGG

2579 2628

PSE2261 (2579) CGTACCTGGTGCAGGTTGACTGGGCAGAGTGACGATGAGCCAAAGCGGAT

PSE2261 seq splicing (1751)

CGTACCTGGTGCAGGTTGACTGGGCAGAGTGACGATGAGCCAAAGCGGAT

2629 2678

PSE2261 (2629) CAAGAAGAGCAAGATGATTGCCAAGGCCTTCTCTAAGCGGCACGAGCTCC

PSE2261 seq splicing (1801)

CAAGAAGAGCAAGATGATTGCCAAGGCCTTCTCTAAGCGGCACGAGCTCC

2679 2728

PSE2261 (2679) TGCAGAACCCAGGCCAGGAGCTGTCCTTCAGCATGCACACTGTGTCCCAC

PSE2261 seq splicing (1851)

TGCAGAACCCAGGCCAGGAGCTGTCCTTCAGCATGCACACTGTGTCCCAC

2729 2778

PSE2261 (2729) GACGGGCCCGTGGCGGGCTTGGCCTTTGACCTCAATGAGCCCTCAGCTGA

PSE2261 seq splicing (1901)

GACGGGCCCGTGGCGGGCTTGGCCTTTGACCTCAATGAGCCCTCAGCTGA

2779 2828

PSE2261 (2779) TGTCTCCTCTGCCTGGGCCCAGCATGTCACCAAGATGGTGGCTCGGAGAG

PSE2261 seq splicing (1951)

TGTCTCCTCTGCCTGGGCCCAGCATGTCACCAAGATGGTGGCTCGGAGAG

2829 2878

PSE2261 (2829) GAGCCATACTGCCCCAGGATATTTCTGTCACCCCTGTGGCAACTCCAGTG

PSE2261 seq splicing (2001)

GAGCCATACTGCCCCAGGATATTTCTGTCACCCCTGTGGCAACTCCAGTG

2879 2928

PSE2261 (2879) CCCCCAGAGGAACAAGCCAACCTGTGGCTGGTTGAGGCAGAGATCTCCCC

PSE2261 seq splicing (2051)

CCCCCAGAGGAACAAGCCAACCTGTGGCTGGTTGAGGCAGAGATCTCCCC

2929 2978

PSE2261 (2929) AGAGCTGCAGAAGCGCCTGGGCCGGAAGAAGAAGAGGAGGAAGAGGAAGA

PSE2261 seq splicing (2101)

AGAGCTGCAGAAGCGCCTGGGCCGGAAGAAGAAGAGGAGGAAGAGGAAGA

2979 3028

PSE2261 (2979) AGGAGGTGTGCCCGCTGGCGCCGCCCCCTGAGCTTCACCCCCCTGCCCCT



PSE2261 seq splicing (2151)

AGGAGGTGTGCCCGCTGGCGCCGCCCCCTGAGCTTCACCCCCCTGCCCCT

3029 3078

PSE2261 (3029) GCCCCCAGTACCATTCCTCGACTGCCTCAGCTGCCCCGGCAGAAATGCCT

PSE2261 seq splicing (2201)

GCCCCCAGTACCATTCCTCGACTGCCTCAGCTGCCCCGGCAGAAATGCCT

3079 3128

PSE2261 (3079) GGTGGCTGCAGGTGCCTGGGGAGCTGGGGACTCTTGCCGACAGGGAGCGT

PSE2261 seq splicing (2251)

GGTGGCTGCAGGTGCCTGGGGAGCTGGGGACTCTTGCCGACAGGGAGCGT

3129 3178

PSE2261 (3129) GGACCCTGGTCTCCAACCCATTCTGCCCAGAGCCCAGTCCCCCTCAGGAT

PSE2261 seq splicing (2301)

GGACCCTGGTCTCCAACCCATTCTGCCCAGAGCCCAGTCCCCCTCAGGAT

3179 3228

PSE2261 (3179) CCATTTCTGCCCAGTGCACCGGCCCCCGTGGCATGGGCTCATGGCCGCCG

PSE2261 seq splicing (2351)

CCATTTCTGCCCAGTGCACCGGCCCCCGTGGCATGGGCTCATGGCCGCCG

3229 3278

PSE2261 (3229) ACAGGGCCTGGGGCCTATTCACTCCCGCACCAACCTGATGGACACAGAAC

PSE2261 seq splicing (2401)

ACAGGGCCTGGGGCCTATTCACTCCCGCACCAACCTGATGGACACAGAAC

3279 3328

PSE2261 (3279) TCATGGATGCAGACTCGGACTTCGAACAAAAACTCATCTCAGAAGAGGAT

PSE2261 seq splicing (2451)

TCATGGATGCAGACTCGGACTTCGAACAAAAACTCATCTCAGAAGAGGAT

3329 3378

PSE2261 (3329) CTGGACTACAAGGATGACGATGACAAGGATTACAAAGACGACGATGATAA

PSE2261 seq splicing (2501)

CTGGACTACAAGGATGACGATGACAAGGATTACAAAGACGACGATGATAA

3379 3428

PSE2261 (3379) GGACTATAAGGATGATGACGACAAATAATCTAGAGGGCCCGTTTAAACCC

PSE2261 seq splicing (2551)

GGACTATAAGGATGATGACGACAAATAATCTAGAGGGCCCGTTTAAACCC

3429 3475

PSE2261 (3429) GCTGATCAGCCTCGACTGTGCCTTCTAGTTGCCAGCCATCTGTTGTT

PSE2261 seq splicing (2601)

GCTGATCAGCCTCGACTGTGCCTTCTAGTTGCCAGCCATCTGTTGTT



Smo L412F:

829 878

PSE2262 (829) CTAGAGAACCCACTGCTTACTGGCTTATCGAAATTAATACGACTCACTAT

PSE2262 seq splicing (1)

CTAGAGAACCCACTGCTTACTGGCTTATCGAAATTAATACGACTCACTAT

879 928

PSE2262 (879) AGGGAGACCCAAGCTGGCTAGCGTTTAAACTTAAGCTTGGTACCGAGCTC

PSE2262 seq splicing (51)

AGGGAGACCCAAGCTGGCTAGCGTTTAAACTTAAGCTTGGTACCGAGCTC

929 978

PSE2262 (929) GGATCCGCCACCATGGCCGCTGCCCGCCCAGCGCGGGGGCCGGAGCTCCC

PSE2262 seq splicing (101)

GGATCCGCCACCATGGCCGCTGCCCGCCCAGCGCGGGGGCCGGAGCTCCC

979 1028

PSE2262 (979) GCTCCTGGGGCTGCTGCTGCTGCTGCTGCTGGGGGACCCGGGCCGGGGGG

PSE2262 seq splicing (151)

GCTCCTGGGGCTGCTGCTGCTGCTGCTGCTGGGGGACCCGGGCCGGGGGG

1029 1078

PSE2262 (1029) CGGCCTCGAGCGGGAACGCGACCGGGCCTGGGCCTCGGAGCGCGGGCGGG

PSE2262 seq splicing (201)

CGGCCTCGAGCGGGAACGCGACCGGGCCTGGGCCTCGGAGCGCGGGCGGG

1079 1128

PSE2262 (1079) AGCGCGAGGAGGAGCGCGGCGGTGACTGGCCCTCCGCCGCCGCTGAGCCA

PSE2262 seq splicing (251)

AGCGCGAGGAGGAGCGCGGCGGTGACTGGCCCTCCGCCGCCGCTGAGCCA

1129 1178

PSE2262 (1129) CTGCGGCCGGGCTGCCCCCTGCGAGCCGCTGCGCTACAACGTGTGCCTGG

PSE2262 seq splicing (301)

CTGCGGCCGGGCTGCCCCCTGCGAGCCGCTGCGCTACAACGTGTGCCTGG

1179 1228

PSE2262 (1179) GCTCGGTGCTGCCCTACGGGGCCACCTCCACACTGCTGGCCGGAGACTCG

PSE2262 seq splicing (351)

GCTCGGTGCTGCCCTACGGGGCCACCTCCACACTGCTGGCCGGAGACTCG

1229 1278

PSE2262 (1229) GACTCCCAGGAGGAAGCGCACGGCAAGCTCGTGCTCTGGTCGGGCCTCCG

PSE2262 seq splicing (401)

GACTCCCAGGAGGAAGCGCACGGCAAGCTCGTGCTCTGGTCGGGCCTCCG

1279 1328

PSE2262 (1279) GAATGCCCCCCGCTGCTGGGCAGTGATCCAGCCCCTGCTGTGTGCCGTAT

PSE2262 seq splicing (451)

GAATGCCCCCCGCTGCTGGGCAGTGATCCAGCCCCTGCTGTGTGCCGTAT

1329 1378

PSE2262 (1329) ACATGCCCAAGTGTGAGAATGACCGGGTGGAGCTGCCCAGCCGTACCCTC



PSE2262 seq splicing (501)

ACATGCCCAAGTGTGAGAATGACCGGGTGGAGCTGCCCAGCCGTACCCTC

1379 1428

PSE2262 (1379) TGCCAGGCCACCCGAGGCCCCTGTGCCATCGTGGAGAGGGAGCGGGGCTG

PSE2262 seq splicing (551)

TGCCAGGCCACCCGAGGCCCCTGTGCCATCGTGGAGAGGGAGCGGGGCTG

1429 1478

PSE2262 (1429) GCCTGACTTCCTGCGCTGCACTCCTGACCGCTTCCCTGAAGGCTGCACGA

PSE2262 seq splicing (601)

GCCTGACTTCCTGCGCTGCACTCCTGACCGCTTCCCTGAAGGCTGCACGA

1479 1528

PSE2262 (1479) ATGAGGTGCAGAACATCAAGTTCAACAGTTCAGGCCAGTGCGAAGTGCCC

PSE2262 seq splicing (651)

ATGAGGTGCAGAACATCAAGTTCAACAGTTCAGGCCAGTGCGAAGTGCCC

1529 1578

PSE2262 (1529) TTGGTTCGGACAGACAACCCCAAGAGCTGGTACGAGGACGTGGAGGGCTG

PSE2262 seq splicing (701)

TTGGTTCGGACAGACAACCCCAAGAGCTGGTACGAGGACGTGGAGGGCTG

1579 1628

PSE2262 (1579) CGGCATCCAGTGCCAGAACCCGCTCTTCACAGAGGCTGAGCACCAGGACA

PSE2262 seq splicing (751)

CGGCATCCAGTGCCAGAACCCGCTCTTCACAGAGGCTGAGCACCAGGACA

1629 1678

PSE2262 (1629) TGCACAGCTACATCGCGGCCTTCGGGGCCGTCACGGGCCTCTGCACGCTC

PSE2262 seq splicing (801)

TGCACAGCTACATCGCGGCCTTCGGGGCCGTCACGGGCCTCTGCACGCTC

1679 1728

PSE2262 (1679) TTCACCCTGGCCACATTCGTGGCTGACTGGCGGAACTCGAATCGCTACCC

PSE2262 seq splicing (851)

TTCACCCTGGCCACATTCGTGGCTGACTGGCGGAACTCGAATCGCTACCC

1729 1778

PSE2262 (1729) TGCTGTTATTCTCTTCTACGTCAATGCGTGCTTCTTTGTGGGCAGCATTG

PSE2262 seq splicing (901)

TGCTGTTATTCTCTTCTACGTCAATGCGTGCTTCTTTGTGGGCAGCATTG

1779 1828

PSE2262 (1779) GCTGGCTGGCCCAGTTCATGGATGGTGCCCGCCGAGAGATCGTCTGCCGT

PSE2262 seq splicing (951)

GCTGGCTGGCCCAGTTCATGGATGGTGCCCGCCGAGAGATCGTCTGCCGT

1829 1878

PSE2262 (1829) GCAGATGGCACCATGAGGCTTGGGGAGCCCACCTCCAATGAGACTCTGTC

PSE2262 seq splicing (1001)

GCAGATGGCACCATGAGGCTTGGGGAGCCCACCTCCAATGAGACTCTGTC

1879 1928

PSE2262 (1879) CTGCGTCATCATCTTTGTCATCGTGTACTACGCCCTGATGGCTGGTGTGG



PSE2262 seq splicing (1051)

CTGCGTCATCATCTTTGTCATCGTGTACTACGCCCTGATGGCTGGTGTGG

1929 1978

PSE2262 (1929) TTTGGTTTGTGGTCCTCACCTATGCCTGGCACACTTCCTTCAAAGCCCTG

PSE2262 seq splicing (1101)

TTTGGTTTGTGGTCCTCACCTATGCCTGGCACACTTCCTTCAAAGCCCTG

1979 2028

PSE2262 (1979) GGCACCACCTACCAGCCTCTCTCGGGCAAGACCTCCTACTTCCACCTGCT

PSE2262 seq splicing (1151)

GGCACCACCTACCAGCCTCTCTCGGGCAAGACCTCCTACTTCCACCTGCT

2029 2078

PSE2262 (2029) CACCTGGTCACTCCCCTTTGTCCTCACTGTGGCAATCCTTGCTGTGGCGC

PSE2262 seq splicing (1201)

CACCTGGTCACTCCCCTTTGTCCTCACTGTGGCAATCCTTGCTGTGGCGC

2079 2128

PSE2262 (2079) AGGTGGATGGGGACTCTGTGAGTGGGATTTGTTTTGTGGGCTACAAGAAC

PSE2262 seq splicing (1251)

AGGTGGATGGGGACTCTGTGAGTGGCATTTGTTTTGTGGGCTACAAGAAC

2129 2178

PSE2262 (2129) TACCGATACCGTGCGGGCTTCGTGCTGGCCCCAATCGGCCTGGTGTTCAT

PSE2262 seq splicing (1301)

TACCGATACCGTGCGGGCTTCGTGCTGGCCCCAATCGGCCTGGTGTTCAT

2179 2228

PSE2262 (2179) CGTGGGAGGCTACTTCCTCATCCGAGGAGTCATGACTCTGTTCTCCATCA

PSE2262 seq splicing (1351)

CGTGGGAGGCTACTTCCTCATCCGAGGAGTCATGACTCTGTTCTCCATCA

2229 2278

PSE2262 (2229) AGAGCAACCACCCCGGGCTGCTGAGTGAGAAGGCTGCCAGCAAGATCAAC

PSE2262 seq splicing (1401)

AGAGCAACCACCCCGGGCTGCTGAGTGAGAAGGCTGCCAGCAAGATCAAC

2279 2328

PSE2262 (2279) GAGACCATGCTGCGCCTGGGCATTTTTGGCTTCCTGGCCTTTGGCTTTGT

PSE2262 seq splicing (1451)

GAGACCATGCTGCGCCTGGGCATTTTTGGCTTCCTGGCCTTTGGCTTTGT

2329 2378

PSE2262 (2329) GCTCATTACCTTCAGCTGCCACTTCTACGACTTCTTCAACCAGGCTGAGT

PSE2262 seq splicing (1501)

GCTCATTACCTTCAGCTGCCACTTCTACGACTTCTTCAACCAGGCTGAGT

2379 2428

PSE2262 (2379) GGGAGCGCAGCTTCCGGGACTATGTGCTATGTCAGGCCAATGTGACCATC

PSE2262 seq splicing (1551)

GGGAGCGCAGCTTCCGGGACTATGTGCTATGTCAGGCCAATGTGACCATC

2429 2478

PSE2262 (2429) GGGCTGCCCACCAAGCAGCCCATCCCTGACTGTGAGATCAAGAATCGCCC



PSE2262 seq splicing (1601)

GGGCTGCCCACCAAGCAGCCCATCCCTGACTGTGAGATCAAGAATCGCCC

2479 2528

PSE2262 (2479) GAGCCTTCTGGTGGAGAAGATCAACCTGTTTGCCATGTTTGGAACTGGCA

PSE2262 seq splicing (1651)

GAGCCTTCTGGTGGAGAAGATCAACCTGTTTGCCATGTTTGGAACTGGCA

2529 2578

PSE2262 (2529) TCGCCATGAGCACCTGGGTCTGGACCAAGGCCACGCTGCTCATCTGGAGG

PSE2262 seq splicing (1701)

TCGCCATGAGCACCTGGGTCTGGACCAAGGCCACGCTGCTCATCTGGAGG

2579 2628

PSE2262 (2579) CGTACCTGGTGCAGGTTGACTGGGCAGAGTGACGATGAGCCAAAGCGGAT

PSE2262 seq splicing (1751)

CGTACCTGGTGCAGGTTGACTGGGCAGAGTGACGATGAGCCAAAGCGGAT

2629 2678

PSE2262 (2629) CAAGAAGAGCAAGATGATTGCCAAGGCCTTCTCTAAGCGGCACGAGCTCC

PSE2262 seq splicing (1801)

CAAGAAGAGCAAGATGATTGCCAAGGCCTTCTCTAAGCGGCACGAGCTCC

2679 2728

PSE2262 (2679) TGCAGAACCCAGGCCAGGAGCTGTCCTTCAGCATGCACACTGTGTCCCAC

PSE2262 seq splicing (1851)

TGCAGAACCCAGGCCAGGAGCTGTCCTTCAGCATGCACACTGTGTCCCAC

2729 2778

PSE2262 (2729) GACGGGCCCGTGGCGGGCTTGGCCTTTGACCTCAATGAGCCCTCAGCTGA

PSE2262 seq splicing (1901)

GACGGGCCCGTGGCGGGCTTGGCCTTTGACCTCAATGAGCCCTCAGCTGA

2779 2828

PSE2262 (2779) TGTCTCCTCTGCCTGGGCCCAGCATGTCACCAAGATGGTGGCTCGGAGAG

PSE2262 seq splicing (1951)

TGTCTCCTCTGCCTGGGCCCAGCATGTCACCAAGATGGTGGCTCGGAGAG

2829 2878

PSE2262 (2829) GAGCCATACTGCCCCAGGATATTTCTGTCACCCCTGTGGCAACTCCAGTG

PSE2262 seq splicing (2001)

GAGCCATACTGCCCCAGGATATTTCTGTCACCCCTGTGGCAACTCCAGTG

2879 2928

PSE2262 (2879) CCCCCAGAGGAACAAGCCAACCTGTGGCTGGTTGAGGCAGAGATCTCCCC

PSE2262 seq splicing (2051)

CCCCCAGAGGAACAAGCCAACCTGTGGCTGGTTGAGGCAGAGATCTCCCC

2929 2978

PSE2262 (2929) AGAGCTGCAGAAGCGCCTGGGCCGGAAGAAGAAGAGGAGGAAGAGGAAGA

PSE2262 seq splicing (2101)

AGAGCTGCAGAAGCGCCTGGGCCGGAAGAAGAAGAGGAGGAAGAGGAAGA

2979 3028

PSE2262 (2979) AGGAGGTGTGCCCGCTGGCGCCGCCCCCTGAGCTTCACCCCCCTGCCCCT



PSE2262 seq splicing (2151)

AGGAGGTGTGCCCGCTGGCGCCGCCCCCTGAGCTTCACCCCCCTGCCCCT

3029 3078

PSE2262 (3029) GCCCCCAGTACCATTCCTCGACTGCCTCAGCTGCCCCGGCAGAAATGCCT

PSE2262 seq splicing (2201)

GCCCCCAGTACCATTCCTCGACTGCCTCAGCTGCCCCGGCAGAAATGCCT

3079 3128

PSE2262 (3079) GGTGGCTGCAGGTGCCTGGGGAGCTGGGGACTCTTGCCGACAGGGAGCGT

PSE2262 seq splicing (2251)

GGTGGCTGCAGGTGCCTGGGGAGCTGGGGACTCTTGCCGACAGGGAGCGT

3129 3178

PSE2262 (3129) GGACCCTGGTCTCCAACCCATTCTGCCCAGAGCCCAGTCCCCCTCAGGAT

PSE2262 seq splicing (2301)

GGACCCTGGTCTCCAACCCATTCTGCCCAGAGCCCAGTCCCCCTCAGGAT

3179 3228

PSE2262 (3179) CCATTTCTGCCCAGTGCACCGGCCCCCGTGGCATGGGCTCATGGCCGCCG

PSE2262 seq splicing (2351)

CCATTTCTGCCCAGTGCACCGGCCCCCGTGGCATGGGCTCATGGCCGCCG

3229 3278

PSE2262 (3229) ACAGGGCCTGGGGCCTATTCACTCCCGCACCAACCTGATGGACACAGAAC

PSE2262 seq splicing (2401)

ACAGGGCCTGGGGCCTATTCACTCCCGCACCAACCTGATGGACACAGAAC

3279 3328

PSE2262 (3279) TCATGGATGCAGACTCGGACTTCGAACAAAAACTCATCTCAGAAGAGGAT

PSE2262 seq splicing (2451)

TCATGGATGCAGACTCGGACTTCGAACAAAAACTCATCTCAGAAGAGGAT

3329 3378

PSE2262 (3329) CTGGACTACAAGGATGACGATGACAAGGATTACAAAGACGACGATGATAA

PSE2262 seq splicing (2501)

CTGGACTACAAGGATGACGATGACAAGGATTACAAAGACGACGATGATAA

3379 3428

PSE2262 (3379) GGACTATAAGGATGATGACGACAAATAATCTAGAGGGCCCGTTTAAACCC

PSE2262 seq splicing (2551)

GGACTATAAGGATGATGACGACAAATAATCTAGAGGGCCCGTTTAAACCC

3429 3449

PSE2262 (3429) GCTGATCAGCCTCGACTGTGC

PSE2262 seq splicing (2601) GCTGATCAGCCTCGACTGTGC



Smo F460L:

829 878

PSE2263 (829) CTAGAGAACCCACTGCTTACTGGCTTATCGAAATTAATACGACTCACTAT

PSE2263 seq splicing (1)

CTAGAGAACCCACTGCTTACTGGCTTATCGAAATTAATACGACTCACTAT

879 928

PSE2263 (879) AGGGAGACCCAAGCTGGCTAGCGTTTAAACTTAAGCTTGGTACCGAGCTC

PSE2263 seq splicing (51)

AGGGAGACCCAAGCTGGCTAGCGTTTAAACTTAAGCTTGGTACCGAGCTC

929 978

PSE2263 (929) GGATCCGCCACCATGGCCGCTGCCCGCCCAGCGCGGGGGCCGGAGCTCCC

PSE2263 seq splicing (101)

GGATCCGCCACCATGGCCGCTGCCCGCCCAGCGCGGGGGCCGGAGCTCCC

979 1028

PSE2263 (979) GCTCCTGGGGCTGCTGCTGCTGCTGCTGCTGGGGGACCCGGGCCGGGGGG

PSE2263 seq splicing (151)

GCTCCTGGGGCTGCTGCTGCTGCTGCTGCTGGGGGACCCGGGCCGGGGGG

1029 1078

PSE2263 (1029) CGGCCTCGAGCGGGAACGCGACCGGGCCTGGGCCTCGGAGCGCGGGCGGG

PSE2263 seq splicing (201)

CGGCCTCGAGCGGGAACGCGACCGGGCCTGGGCCTCGGAGCGCGGGCGGG

1079 1128

PSE2263 (1079) AGCGCGAGGAGGAGCGCGGCGGTGACTGGCCCTCCGCCGCCGCTGAGCCA

PSE2263 seq splicing (251)

AGCGCGAGGAGGAGCGCGGCGGTGACTGGCCCTCCGCCGCCGCTGAGCCA

1129 1178

PSE2263 (1129) CTGCGGCCGGGCTGCCCCCTGCGAGCCGCTGCGCTACAACGTGTGCCTGG

PSE2263 seq splicing (301)

CTGCGGCCGGGCTGCCCCCTGCGAGCCGCTGCGCTACAACGTGTGCCTGG

1179 1228

PSE2263 (1179) GCTCGGTGCTGCCCTACGGGGCCACCTCCACACTGCTGGCCGGAGACTCG

PSE2263 seq splicing (351)

GCTCGGTGCTGCCCTACGGGGCCACCTCCACACTGCTGGCCGGAGACTCG

1229 1278

PSE2263 (1229) GACTCCCAGGAGGAAGCGCACGGCAAGCTCGTGCTCTGGTCGGGCCTCCG

PSE2263 seq splicing (401)

GACTCCCAGGAGGAAGCGCACGGCAAGCTCGTGCTCTGGTCGGGCCTCCG

1279 1328

PSE2263 (1279) GAATGCCCCCCGCTGCTGGGCAGTGATCCAGCCCCTGCTGTGTGCCGTAT

PSE2263 seq splicing (451)

GAATGCCCCCCGCTGCTGGGCAGTGATCCAGCCCCTGCTGTGTGCCGTAT

1329 1378

PSE2263 (1329) ACATGCCCAAGTGTGAGAATGACCGGGTGGAGCTGCCCAGCCGTACCCTC



PSE2263 seq splicing (501)

ACATGCCCAAGTGTGAGAATGACCGGGTGGAGCTGCCCAGCCGTACCCTC

1379 1428

PSE2263 (1379) TGCCAGGCCACCCGAGGCCCCTGTGCCATCGTGGAGAGGGAGCGGGGCTG

PSE2263 seq splicing (551)

TGCCAGGCCACCCGAGGCCCCTGTGCCATCGTGGAGAGGGAGCGGGGCTG

1429 1478

PSE2263 (1429) GCCTGACTTCCTGCGCTGCACTCCTGACCGCTTCCCTGAAGGCTGCACGA

PSE2263 seq splicing (601)

GCCTGACTTCCTGCGCTGCACTCCTGACCGCTTCCCTGAAGGCTGCACGA

1479 1528

PSE2263 (1479) ATGAGGTGCAGAACATCAAGTTCAACAGTTCAGGCCAGTGCGAAGTGCCC

PSE2263 seq splicing (651)

ATGAGGTGCAGAACATCAAGTTCAACAGTTCAGGCCAGTGCGAAGTGCCC

1529 1578

PSE2263 (1529) TTGGTTCGGACAGACAACCCCAAGAGCTGGTACGAGGACGTGGAGGGCTG

PSE2263 seq splicing (701)

TTGGTTCGGACAGACAACCCCAAGAGCTGGTACGAGGACGTGGAGGGCTG

1579 1628

PSE2263 (1579) CGGCATCCAGTGCCAGAACCCGCTCTTCACAGAGGCTGAGCACCAGGACA

PSE2263 seq splicing (751)

CGGCATCCAGTGCCAGAACCCGCTCTTCACAGAGGCTGAGCACCAGGACA

1629 1678

PSE2263 (1629) TGCACAGCTACATCGCGGCCTTCGGGGCCGTCACGGGCCTCTGCACGCTC

PSE2263 seq splicing (801)

TGCACAGCTACATCGCGGCCTTCGGGGCCGTCACGGGCCTCTGCACGCTC

1679 1728

PSE2263 (1679) TTCACCCTGGCCACATTCGTGGCTGACTGGCGGAACTCGAATCGCTACCC

PSE2263 seq splicing (851)

TTCACCCTGGCCACATTCGTGGCTGACTGGCGGAACTCGAATCGCTACCC

1729 1778

PSE2263 (1729) TGCTGTTATTCTCTTCTACGTCAATGCGTGCTTCTTTGTGGGCAGCATTG

PSE2263 seq splicing (901)

TGCTGTTATTCTCTTCTACGTCAATGCGTGCTTCTTTGTGGGCAGCATTG

1779 1828

PSE2263 (1779) GCTGGCTGGCCCAGTTCATGGATGGTGCCCGCCGAGAGATCGTCTGCCGT

PSE2263 seq splicing (951)

GCTGGCTGGCCCAGTTCATGGATGGTGCCCGCCGAGAGATCGTCTGCCGT

1829 1878

PSE2263 (1829) GCAGATGGCACCATGAGGCTTGGGGAGCCCACCTCCAATGAGACTCTGTC

PSE2263 seq splicing (1001)

GCAGATGGCACCATGAGGCTTGGGGAGCCCACCTCCAATGAGACTCTGTC

1879 1928

PSE2263 (1879) CTGCGTCATCATCTTTGTCATCGTGTACTACGCCCTGATGGCTGGTGTGG



PSE2263 seq splicing (1051)

CTGCGTCATCATCTTTGTCATCGTGTACTACGCCCTGATGGCTGGTGTGG

1929 1978

PSE2263 (1929) TTTGGTTTGTGGTCCTCACCTATGCCTGGCACACTTCCTTCAAAGCCCTG

PSE2263 seq splicing (1101)

TTTGGTTTGTGGTCCTCACCTATGCCTGGCACACTTCCTTCAAAGCCCTG

1979 2028

PSE2263 (1979) GGCACCACCTACCAGCCTCTCTCGGGCAAGACCTCCTACTTCCACCTGCT

PSE2263 seq splicing (1151)

GGCACCACCTACCAGCCTCTCTCGGGCAAGACCTCCTACTTCCACCTGCT

2029 2078

PSE2263 (2029) CACCTGGTCACTCCCCTTTGTCCTCACTGTGGCAATCCTTGCTGTGGCGC

PSE2263 seq splicing (1201)

CACCTGGTCACTCCCCTTTGTCCTCACTGTGGCAATCCTTGCTGTGGCGC

2079 2128

PSE2263 (2079) AGGTGGATGGGGACTCTGTGAGTGGGATTTGTTTTGTGGGCTACAAGAAC

PSE2263 seq splicing (1251)

AGGTGGATGGGGACTCTGTGAGTGGCATTTGTTTTGTGGGCTACAAGAAC

2129 2178

PSE2263 (2129) TACCGATACCGTGCGGGCTTCGTGCTGGCCCCAATCGGCCTGGTGCTCAT

PSE2263 seq splicing (1301)

TACCGATACCGTGCGGGCTTCGTGCTGGCCCCAATCGGCCTGGTGCTCAT

2179 2228

PSE2263 (2179) CGTGGGAGGCTACTTCCTCATCCGAGGAGTCATGACTCTGTTCTCCATCA

PSE2263 seq splicing (1351)

CGTGGGAGGCTACTTCCTCATCCGAGGAGTCATGACTCTGTTCTCCATCA

2229 2278

PSE2263 (2229) AGAGCAACCACCCCGGGCTGCTGAGTGAGAAGGCTGCCAGCAAGATCAAC

PSE2263 seq splicing (1401)

AGAGCAACCACCCCGGGCTGCTGAGTGAGAAGGCTGCCAGCAAGATCAAC

2279 2328

PSE2263 (2279) GAGACCATGCTGCGCCTGGGCATTTTTGGCTTCCTGGCCTTGGGCTTTGT

PSE2263 seq splicing (1451)

GAGACCATGCTGCGCCTGGGCATTTTTGGCTTCCTGGCCTTGGGCTTTGT

2329 2378

PSE2263 (2329) GCTCATTACCTTCAGCTGCCACTTCTACGACTTCTTCAACCAGGCTGAGT

PSE2263 seq splicing (1501)

GCTCATTACCTTCAGCTGCCACTTCTACGACTTCTTCAACCAGGCTGAGT

2379 2428

PSE2263 (2379) GGGAGCGCAGCTTCCGGGACTATGTGCTATGTCAGGCCAATGTGACCATC

PSE2263 seq splicing (1551)

GGGAGCGCAGCTTCCGGGACTATGTGCTATGTCAGGCCAATGTGACCATC

2429 2478

PSE2263 (2429) GGGCTGCCCACCAAGCAGCCCATCCCTGACTGTGAGATCAAGAATCGCCC



PSE2263 seq splicing (1601)

GGGCTGCCCACCAAGCAGCCCATCCCTGACTGTGAGATCAAGAATCGCCC

2479 2528

PSE2263 (2479) GAGCCTTCTGGTGGAGAAGATCAACCTGTTTGCCATGTTTGGAACTGGCA

PSE2263 seq splicing (1651)

GAGCCTTCTGGTGGAGAAGATCAACCTGTTTGCCATGTTTGGAACTGGCA

2529 2578

PSE2263 (2529) TCGCCATGAGCACCTGGGTCTGGACCAAGGCCACGCTGCTCATCTGGAGG

PSE2263 seq splicing (1701)

TCGCCATGAGCACCTGGGTCTGGACCAAGGCCACGCTGCTCATCTGGAGG

2579 2628

PSE2263 (2579) CGTACCTGGTGCAGGTTGACTGGGCAGAGTGACGATGAGCCAAAGCGGAT

PSE2263 seq splicing (1751)

CGTACCTGGTGCAGGTTGACTGGGCAGAGTGACGATGAGCCAAAGCGGAT

2629 2678

PSE2263 (2629) CAAGAAGAGCAAGATGATTGCCAAGGCCTTCTCTAAGCGGCACGAGCTCC

PSE2263 seq splicing (1801)

CAAGAAGAGCAAGATGATTGCCAAGGCCTTCTCTAAGCGGCACGAGCTCC

2679 2728

PSE2263 (2679) TGCAGAACCCAGGCCAGGAGCTGTCCTTCAGCATGCACACTGTGTCCCAC

PSE2263 seq splicing (1851)

TGCAGAACCCAGGCCAGGAGCTGTCCTTCAGCATGCACACTGTGTCCCAC

2729 2778

PSE2263 (2729) GACGGGCCCGTGGCGGGCTTGGCCTTTGACCTCAATGAGCCCTCAGCTGA

PSE2263 seq splicing (1901)

GACGGGCCCGTGGCGGGCTTGGCCTTTGACCTCAATGAGCCCTCAGCTGA

2779 2828

PSE2263 (2779) TGTCTCCTCTGCCTGGGCCCAGCATGTCACCAAGATGGTGGCTCGGAGAG

PSE2263 seq splicing (1951)

TGTCTCCTCTGCCTGGGCCCAGCATGTCACCAAGATGGTGGCTCGGAGAG

2829 2878

PSE2263 (2829) GAGCCATACTGCCCCAGGATATTTCTGTCACCCCTGTGGCAACTCCAGTG

PSE2263 seq splicing (2001)

GAGCCATACTGCCCCAGGATATTTCTGTCACCCCTGTGGCAACTCCAGTG

2879 2928

PSE2263 (2879) CCCCCAGAGGAACAAGCCAACCTGTGGCTGGTTGAGGCAGAGATCTCCCC

PSE2263 seq splicing (2051)

CCCCCAGAGGAACAAGCCAACCTGTGGCTGGTTGAGGCAGAGATCTCCCC

2929 2978

PSE2263 (2929) AGAGCTGCAGAAGCGCCTGGGCCGGAAGAAGAAGAGGAGGAAGAGGAAGA

PSE2263 seq splicing (2101)

AGAGCTGCAGAAGCGCCTGGGCCGGAAGAAGAAGAGGAGGAAGAGGAAGA

2979 3028

PSE2263 (2979) AGGAGGTGTGCCCGCTGGCGCCGCCCCCTGAGCTTCACCCCCCTGCCCCT



PSE2263 seq splicing (2151)

AGGAGGTGTGCCCGCTGGCGCCGCCCCCTGAGCTTCACCCCCCTGCCCCT

3029 3078

PSE2263 (3029) GCCCCCAGTACCATTCCTCGACTGCCTCAGCTGCCCCGGCAGAAATGCCT

PSE2263 seq splicing (2201)

GCCCCCAGTACCATTCCTCGACTGCCTCAGCTGCCCCGGCAGAAATGCCT

3079 3128

PSE2263 (3079) GGTGGCTGCAGGTGCCTGGGGAGCTGGGGACTCTTGCCGACAGGGAGCGT

PSE2263 seq splicing (2251)

GGTGGCTGCAGGTGCCTGGGGAGCTGGGGACTCTTGCCGACAGGGAGCGT

3129 3178

PSE2263 (3129) GGACCCTGGTCTCCAACCCATTCTGCCCAGAGCCCAGTCCCCCTCAGGAT

PSE2263 seq splicing (2301)

GGACCCTGGTCTCCAACCCATTCTGCCCAGAGCCCAGTCCCCCTCAGGAT

3179 3228

PSE2263 (3179) CCATTTCTGCCCAGTGCACCGGCCCCCGTGGCATGGGCTCATGGCCGCCG

PSE2263 seq splicing (2351)

CCATTTCTGCCCAGTGCACCGGCCCCCGTGGCATGGGCTCATGGCCGCCG

3229 3278

PSE2263 (3229) ACAGGGCCTGGGGCCTATTCACTCCCGCACCAACCTGATGGACACAGAAC

PSE2263 seq splicing (2401)

ACAGGGCCTGGGGCCTATTCACTCCCGCACCAACCTGATGGACACAGAAC

3279 3328

PSE2263 (3279) TCATGGATGCAGACTCGGACTTCGAACAAAAACTCATCTCAGAAGAGGAT

PSE2263 seq splicing (2451)

TCATGGATGCAGACTCGGACTTCGAACAAAAACTCATCTCAGAAGAGGAT

3329 3378

PSE2263 (3329) CTGGACTACAAGGATGACGATGACAAGGATTACAAAGACGACGATGATAA

PSE2263 seq splicing (2501)

CTGGACTACAAGGATGACGATGACAAGGATTACAAAGACGACGATGATAA

3379 3428

PSE2263 (3379) GGACTATAAGGATGATGACGACAAATAATCTAGAGGGCCCGTTTAAACCC

PSE2263 seq splicing (2551)

GGACTATAAGGATGATGACGACAAATAATCTAGAGGGCCCGTTTAAACCC

3429 3475

PSE2263 (3429) GCTGATCAGCCTCGACTGTGCCTTCTAGTTGCCAGCCATCTGTTGTT

PSE2263 seq splicing (2601)

GCTGATCAGCCTCGACTGTGCCTTCTAGTTGCCAGCCATCTGTTGTT


