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Erratum 
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TRIM21-dependent pathway: Erratum 
Jun-Fang Zhang1,2,3*, Hua-Long Xiong1,2*, Jia-Li Cao1,2, Shao-Juan Wang1,2, Xue-Ran Guo1,2, Bi-Yun Lin4, 
Ying Zhang1,2, Jing-Hua Zhao1,2, Ying-Bin Wang1,2, Tian-Ying Zhang1,2, , Quan Yuan1,2, , Jun Zhang1,2 and 
Ning-Shao Xia1,2 

1. State Key Laboratory of Molecular Vaccinology and Molecular Diagnostics, School of Public Health, Xiamen University, Xiamen 361102, China; 
2. National Institute of Diagnostics and Vaccine Development in Infectious Diseases, School of Life Science, Xiamen University, Xiamen 361102, China; 
3. School of Medicine, Shenzhen University, Shenzhen, 518060, China; 
4. Department of Clinical Pathology, Affiliated Hospital of Guangdong Medical College, Zhanjiang, 524001, China. 

* These authors contributed equally to this work  

 Corresponding authors: Quan Yuan (yuanquan@xmu.edu.cn), or Tian-Ying Zhang (tyzhang1003@163.com), State Key Laboratory of Molecular Vaccinology 
and Molecular Diagnostics, Xiamen University, Xiamen 361102, People’s Republic of China. Fax: (86)-05922181258. 

© The author(s). This is an open access article distributed under the terms of the Creative Commons Attribution License (https://creativecommons.org/licenses/by/4.0/). 
See http://ivyspring.com/terms for full terms and conditions. 

Published: 2022.04.26 

Corrected article: Theranostics 2018; 8(2): 549-562. doi: 10.7150/thno.20047.  

 
In the original publication, errors were found in 

Figure 2E. During the assembling of images in Figure 
2E, the panel images of FLP and the merged image of 
CYTD were misused with the 9D11 images from 
Figure 2C; the images of the control panel were 
cropped incorrectly. The authors have checked all of 
the source data, the correct figures are shown below. 
The authors confirm that these corrections do not 
change the result interpretation or conclusions of the 
article. The authors are deeply sorry and sincerely 
apologize for any inconvenience or misunderstanding 
that may have been caused.  

 
Figure 2. E. Corrected figure. 
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