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Pat Be%

Patilen Pat Ren
Di agnosl Right k Ri ghtOA | LeftOA%
Gender Mal e Femal e Femalge
Age (yea 82 6 4 75 :
Wei ght 7 4 58 54 >
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Table S1 The information of human OA cartilage samples for Shoglik RNA sequence.
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SOX9 Forward primer{ 5 AGCGAACGCACATCAAGAC-3 0 1
Reverse primer| 5 € TGTAGGCGATCTGTTGGGE3 6
COL2A1 |Forward primer|5 &€ CAGATGACCTTCCTACGCE3 0
Reverse primer| 5 GTTCAGGGCAGTGTACGTGAAGC3 6
RUNX2 Forward primer| 5 OTGGTTACTGTCATGGCGGGTA3 0
Reverse primer| 5 GTCTCAGATCGTTGAACCTTGCTA3 6
COL1Al1 |Forward primer|5 -0GAGGGCCAAGACGAAGACATG3 0
Reverse primer| 5 -0CAGATCACGTCATCGCACAAG3 6
COL10Al |Forward primer|5 -GATGCTGCCACAAATACCCTTT-3 6
Reverse primer| 5 -0GGTAGTGGGCCTTTTATGCCT3 6
MST1 Forward primer|] S OCAGAGCTGCGGCAT-BAAATC
Reverse primerl 50ACCTTGGTCGAGGAAEGTTGC
MST2 Forward primer| 5 OTCTGAGATTGTGGAGGCCATTGC3 6
Reverse primer| 5 0GCTCCGTTCCTAAGGCAGAT3 6
LATS1 Forward primer| 5 OCTGCTCTCCCCTCCAGAGTTA3 6
Reverse primer| 5 OTGGCAGGAAAGGTCTTAGGGS3 6
LATS2 Forward primer| 5 OTGCCAACAATGTAGCGAATGT-3 6
Reverse primer|] 50T TGAAGATTATCACTCB@TCC
RHOA Forward primer|5-0GATTGGCGCTTTTGGBGTACAT
Reverse primer| 5 QAAGCAGCTCTCGTAGCCATTTG3 6
ROCK1 Forward primer| 5 -GAAGAGGGCATTGTCACAGCA3 6
Reverse primerf S OAGCATCCAATCCAT-BG6AGCA
ROCK2 Forward primer|] 5 0CCCGATAACCACCGXa CTTC
Reverse primer]50T GCCTTGTGACGAACCAACTG
GAPDH Forward primer| 5 - ACAACTTTGGTATCGTGGAAGG3 6
Reverse primer| 5 -0GCCATCACGCCACAGTTTG3 6
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PrimaryAntibody Concentration Supplier

For Western blot

Ace-tubulin 1:1000 Cell Signaling Technology
Boston, USA

Col Il 1:5000 Abcam, Cambridge, UK

CD79B 1:500 ProteintechWuhan, China

SMAD3 1:1000 Cell Signaling Technology

Phosphorylated SMAD3 1:1000 Cell Signaling Technology

YAP 1:1000 Cell Signaling Technology

Phosphorylated YAP 1:1000 Cell Signaling Technology

GAPDH 1:1000 Cell Signaling Technology

For Immunofluorescent and immunohistochemical staining

Col I 1:500. Abcam

Col | 1:300 Boster, Wuhan, China
Ace-tubulin 1:500 Cell Signaling Technology
TGFb1 1:200 Proteintech

CHI3L1 1:200 Proteinech

YAP 1:500 Cell Signaling Technology
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1 Fig. S1

Donor 1 Donor 2 Donor 3
Right knee Right Knee Left knee

3 Fig.S1. The radiographic images and general view of the osteoarthritic cartilage form 3 donors
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Fig.S2
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1 Fig.S5

3 Fig S5. The relationship bet weesnt eog/arotstkreil teit o n
4 ( AViolin plots showing expression levels of the representedavdactin genes of each CH

5 cluster.(B) Dot plots showing the expression of cell surface markers in each clusers.
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