
 
Figure S1. Characterization of pNB. (A) SEC-HPLC analysis of purified pNB and quantified purity. (B) 
Quantitative data. (C) Confirmation of conjugation of palmitic acids with MALDI-TOF-MS. 
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Figure S . Characterization of SP-expressing HEK293 cells, antibody-dependent cellular cytotoxicity, 
and optimization of SP dose for DCs. (A) SP expression levels in experimental HEK    cells. (B) 
Antibody-dependent cellular cytotoxicity using Jurkat cells and peripheral blood mononuclear cells. (C-
D) Cytokines and medium were used as controls. Expression of CD1 , CD  , CD  , CD  , and CD   
was assessed using flow cytometry, and the data were further quantified. Each data represents the 
Mean±SD of three replicates: *p <  .  , **p <  . 1, and ***p <  .  1. 
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Figure S . Characterization of mature DCs. Expression of typical makers was assessed using flow 
cytometry, and the data were further quantified. The morphology of mature DCs were observed under 
a light microscope. Each data represents the Mean±SD of three replicates: *p <  .  , **p <  . 1, and 
***p <  .  1. 

CD1 CD  CD  CD  CD  
c
yt
o
k
in
e

m
e
d
iu
m

 
 
  
g
 m
l S
P

mediumcytokine    g ml SP

**
**

*
**

***
* **

*

*
*



 
Figure S . Tumor treatment in vivo.  epresentative images of H&E staining, Ki   staining, and Tunel 
staining. 
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