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Figure S1. Cumulative release of Zn from CuZnS@BSA at different pH values (n = 3 

independent samples, mean ± SD). 

 
Figure S2. Cumulative release of Cu from CuZnS@BSA at different pH values (n = 3 

independent samples, mean ± SD). 
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Figure S3. Relative viability of 4T1 cells treated with CuZnS@BSA in the presence or 

absence of GSH or TTM (n = 3 independent samples, mean ± SD, Statistical significance 

was determined using one-way ANOVA followed by Tukey’s post hoc test. ** P < 0.01, 

**** P < 0.0001, ns = not significant.). 

 

 

 

 

 

 

 

 

 

 

 

 

 

Figure S4. Relative intracellular copper levels in 4T1 cells following various treatments. 
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Fig. S5. Hemolytic test of different groups (n = 3 independent samples, mean ± SD). 

 

 

 

 

 

 

 

 

 

 

 

 

Fig. S6. Body weight changes in healthy mice after intravenous injection CuZnS@BSA (n 

= 4 independent samples, mean ± SD). 
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Fig. S7.Kidney function indicators (CREA, UREA) and liver function indicators (AST, 

ALT, ALP) on days14 (n = 5 independent samples, mean ± SD). 

 

 

 

 

 
 

 
 

Fig. S8. H&E-stained images of major organs (n = 3 independent samples). 
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Fig. S9. Tumor weight at day 21 in five groups (n = 6 independent samples, mean ± SD). 

 

 

 

 

 

Fig. S10. ROS and GSH staining of tumor tissues with different treatments (n = 3 

independent samples). 
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Fig. S11. Depletion of immunosuppressive regulatory T cells (Tregs) of tumor tissues with 

different treatments (n = 3 independent samples). Statistical significance was 

determined using one-way ANOVA followed by Tukey’s post hoc test. * P < 0.05, 

**** P < 0.0001. 

 

 

 

 
Fig. S12. H&E of lung tissue with different treatments (n = 3 independent samples). 
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Fig. S13. DLAT immunofluorescence staining of lung tissue after different treatments 

(n=3 independent samples). 

 

 

 

 

 

Fig. S14. TUNEL fluorescence staining of lung tissue after different treatments (n=3 

independent samples). 
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Fig. S15. Quantitative assessment of GzmB+, Ki67+, and Tim3+ expression levels in CD8+ 

T cells extracted from lung tissue using flow cytometry. 

 


